
831 patients randomized in 
Neo-tAnGo 

765 patients with tumor 
samples analyzed 

626 biopsies 
699 surgical 
557 matched 

66 cases, slides not 
received for central 

digitization 

614 biopsies, univariate 
analysis against pCR 

3 biopsies, low cellularity 
9 missing data on pCR 

406 biopsies, multivariate 
analysis against pCR 

208 cases missing matched 
data on tumor size and/or 

node status and/or 
histological grade and/or ER 
status and/or HER2 status 

4 missing data on pCR 

553 matched samples, 
univariate analysis against 

pCR 
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