
0.12

0.14

0.16

0.18

0.20

0.04 0.08 0.12 0.16

Actinomycetales

M
00

11
5:

N
AD

 b
io

sy
nt

he
si

s,
 a

sp
ar

ta
te

 =
> 

N
AD

p−value= 1.5e−05 
q−value= 0.0726

r= −0.65

0.00

0.05

0.10

0.15

0.0 0.2 0.4 0.6

Bifidobacterium adolescentis

M
00

03
5:

M
et

hi
on

in
e 

de
gr

ad
at

io
n

p−value= 7.9e−07 
q−value= 0.0038

r= 0.71

0.00

0.05

0.10

0.0 0.1 0.2 0.3 0.4

Bifidobacterium longum

M
00

03
5:

M
et

hi
on

in
e 

de
gr

ad
at

io
n

p−value= 3.7e−08
q−value= 0.0001

r= 0.77

0.00

0.03

0.06

0.09

0.00 0.05 0.10 0.15 0.20

Dorea longicatena

M
00

24
5:

C
ob

al
t/n

ic
ke

l t
ra

ns
po

rt 
sy

st
em

p−value= 6.7e−06 
q−value= 0.0324

r= 0.67

0.00

0.05

0.10

0.15

0.0 0.2 0.4 0.6

Escherichia coli

M
00

01
2:

G
lyo

xy
la

te
 c

yc
le

p−value= 1.6e−07 
q−value= 0.0007

r= 0.74

0.12

0.14

0.16

0.0 0.2 0.4 0.6

Escherichia coli

M
00

02
2:

Sh
ik

im
at

e 
pa

th
wa

y, 
ph

os
ph

oe
no

lp
yr

uv
at

e 
+ 

er
yt

hr
os

e−
4P

 =
> 

ch
or

is
m

at
e

p−value= 2.2e−05
q−value= 0.1099

r= −0.64

0.00

0.05

0.10

0.15

0.0 0.2 0.4 0.6

Escherichia coli

M
00

33
5:

Se
c 

(s
ec

re
tio

n)
 s

ys
te

m

p−value= 1.8e−07 
q−value= 0.0009

r= 0.74

0.12

0.15

0.18

0.21

0.00 0.05 0.10 0.15 0.20

Ruminococcus obeum

M
00

01
8:

Th
re

on
in

e 
bi

os
yn

th
es

is,
 a

sp
ar

ta
te

 =
> 

ho
m

os
er

in
e 

=>
 th

re
on

in
e

p−value= 5.3e−06
q−value= 0.0259

r= 0.67

Supplementary Figure 6


