
1         gattcatttggtcaagcttgtagcgagagatgacaactccgttggagcatgattttcagttagagttaccaaaat 
76        ttggcttaaaaagggagatggcaactctattagtgtggtaaagttactcaacagtgaggatttctaaagctcaac 
151       agaactagatgatacttgcataATGCGGCCCTCAGATATTTGGAAGGCGCATGCAGGGTCATCACAGTCAGAGGG 

M  R  P  S  D  I  W  K  A  H  A  G  S  S  Q  S  E  G  
226       ATCAGCACTGGATATGGAGAGAAACGGATGCAACCATAACTGTTGCCCATCTCCTCTCCAACCAATTGCATCAGG 
             S  A  L  D  M  E  R  N  G  C  N  H  N  C  C  P  S  P  L  Q  P  I  A  S  G  
301       TGGTCAGCACTCTGAAAGCAGCGCTGCATATTTTTCTTGGCCAACATCTACTCTAATGCACGGGTCTGCCGAAGG 
             G  Q  H  S  E  S  S  A  A  Y  F  S  W  P  T  S  T  L  M  H  G  S  A  E  G  
376       CCGCGCTAATTACTTTGGGAACCTACAGAAGGGTGTGTTACCTGGACATCTTGGCCGCTTGCCAACAGGGCAAAG 
             R  A  N  Y  F  G  N  L  Q  K  G  V  L  P  G  H  L  G  R  L  P  T  G  Q  R  
451       GGCCACCACCTTGCTTGATTTGATGATTATAAGAGCATTCCACAGCAAGATCCTACGTCGCTTTAGTCTTGGTAC 
             A  T  T  L  L  D  L  M  I  I  R  A  F  H  S  K  I  L  R  R  F  S  L  G  T  
526       AGCAATAGGCTTTCGAATCAAGAAGGGTACATTGACTGATACTCCTGCCATCCTTGTTTTTGTTGCTCGGAAGGT 
             A  I  G  F  R  I  K  K  G  T  L  T  D  T  P  A  I  L  V  F  V  A  R  K  V  
601       GCACAGGAAGTGGCTCAGCACTACACAGTGCCTTCCGGCTCACCTTGAGGGACCGGGGGGAGTGTGGTGTGATGT 
             H  R  K  W  L  S  T  T  Q  C  L  P  A  H  L  E  G  P  G  G  V  W  C  D  V  
676       CGATGTTGTTGAATTCTCTTACTATGGGGCACCAGCACCAACTCCAAAGGAACAATTGTATGACGAGCTTGTTGA 
             D  V  V  E  F  S  Y  Y  G  A  P  A  P  T  P  K  E  Q  L  Y  D  E  L  V  D  
751       TGGTCTGCGTGGTAGTGATCCATCTATCGGCTCTGGTTCACAGGTAGCTAGCCTTGAAACATATGGTACATTGGG 
             G  L  R  G  S  D  P  S  I  G  S  G  S  Q  V  A  S  L  E  T  Y  G  T  L  G  
826       TGCCATTGTGAAGAGTCGAACTGGTAATAAGCAAGTAGGCTTCCTGACAAACAGGCATGTTGCGGTTGACCTGGA 
             A  I  V  K  S  R  T  G  N  K  Q  V  G  F  L  T  N  R  H  V  A  V  D  L  D  
901       TTACCCTAACCAGAAGATGTTCCATCCCTTGCCCCCGAATCTTGGGCCTGGTGTATACCTAGGTGCTGTTGAGCG 
             Y  P  N  Q  K  M  F  H  P  L  P  P  N  L  G  P  G  V  Y  L  G  A  V  E  R  
976       AGCAACATCATTTATCACAGATGATGTTTGGTATGGTATCTATGCGGGAACAAATCCAGAGACATTTGTCAGAGC 
             A  T  S  F  I  T  D  D  V  W  Y  G  I  Y  A  G  T  N  P  E  T  F  V  R  A  
1051     TGATGGTGCATTTATACCGTTTGCTGATGATTATGACATAACTAGTGTTAATACCTCAGTCAAAGGAGTTGGAGT 
            D  G  A  F  I  P  F  A  D  D  Y  D  I  T  S  V  N  T  S  V  K  G  V  G  V  
1126     CATAGGTGATGTAAAGGCAATCGATCTACAATCCCCAATTAGCAGTCTCATCGGAAGACAGGTTGTCAAAGTTGG 
            I  G  D  V  K  A  I  D  L  Q  S  P  I  S  S  L  I  G  R  Q  V  V  K  V  G  
1201     AAGAAGCTCTGGTTTGACGACAGGGACCGTTGTGGCATACGCTCTTGAATACAATGATGAGAAGGGCATATGCTT 
            R  S  S  G  L  T  T  G  T  V  V  A  Y  A  L  E  Y  N  D  E  K  G  I  C  F  
1276     CTTCACAGACTTTCTTGTTGTTGGGGAGAACCAACAAACATTTGATCTTGAAGGGGATAGTGGAAGCCTTATAAT 
            F  T  D  F  L  V  V  G  E  N  Q  Q  T  F  D  L  E  G  D  S  G  S  L  I  I  
1351     CTTAACAGGAAAAGATGGCGAAAAGCCACAGCCCATAGGGATTATATGGGGTGGCACAGCCAATCGGGGGAGGTT 
                                                                                       A (PAY1) 
            L  T  G  K  D  G  E  K  P  Q  P  I  G  I  I  W  G  G  T  A  N  R  G  R  L  
                                                                                       Q (PAY1) 
1426     GAAGCTCAAAAGTGGCCAGGGTCCTGAGAACTGGACAAGTGGGGTTGATCTCGGACGGCTTCTGGATCTATTGGA 
            K  L  K  S  G  Q  G  P  E  N  W  T  S  G  V  D  L  G  R  L  L  D  L  L  E  
1501     GCTTGATCTAATCACTACAAGTGAAGGACTACAAGAGGCCCTAGAGGAACAACGAATTATTCTAGCTGCTGCTGC 
            L  D  L  I  T  T  S  E  G  L  Q  E  A  L  E  E  Q  R  I  I  L  A  A  A  A  
1576     AGCAGCAGCTAATTCAACTGCTGGGGAATCGTCACCTGTTGCTGGTCCTCAAGAAAATGAGAAAGTTGACAAGAT 
            A  A  A  N  S  T  A  G  E  S  S  P  V  A  G  P  Q  E  N  E  K  V  D  K  I  
1651     TTACGAGCCTCTTGGAATCAACATCCAACAGCTTCCAAGAGACAATTCAGCCACCTCCACAGGACCCGATGAGTT 
            Y  E  P  L  G  I  N  I  Q  Q  L  P  R  D  N  S  A  T  S  T  G  P  D  E  F  
1726     CCATGTCGACACGGTGGAAGGCGTCACCAACGTCGAGGAGCGCCAATTCCTCATTGGCATGTCTCCAGCACGCGA 
            H  V  D  T  V  E  G  V  T  N  V  E  E  R  Q  F  L  I  G  M  S  P  A  R  E  
1801     AGGCCAAGAAGCCAATGGCGACCTGAACAACCTTGCGGAGCTAGAGAATTCACCTGAAGACATTTGCTTCTCCCT 
            G  Q  E  A  N  G  D  L  N  N  L  A  E  L  E  N  S  P  E  D  I  C  F  S  L  
1876     GCATCTGGGCGAGAGGGAGCCCAAGCGACTCCGCTCCGATTCGTCGCTGGACATAGACTTGCAGAAATGAaatga 
            H  L  G  E  R  E  P  K  R  L  R  S  D  S  S  L  D  I  D  L  Q  K  *   
1951     agctgtgtgctgctgttccatcaccacccagctctgtataacctagtgaaggcagttccattctatgaacccaat 
2026     agaaataaatatgggctaggtatttgtttccggaaactatctagataggtatccggataatttctatcgttttca 
2101     caggatacaagccttactgtatttgtttctgtttttaaaaaattttctgaattcgtttctgttttaggtacc 

Supplementary Fig. 3 Full-length cDNA of pay1 from wild-type (YIL55) and the deduced amino

acid sequence. For nucleotide sequence, the lowercase letters indicate 5'- and 3'-UTR,

respectively, and the red, black, blue, green and purple uppercase letters indicate five different

exons, respectively. The red letters refer to the nucleotide and amino acid changes in the PAY1

mutant.
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