Variable positions in the 467 bp of the cytb gene for the 28 haplotypes of T. brasiliensis
collected in the study according to sites where they were collected

- . Hap Hap
Hap Nucleotide sites Populations
number frequency
11111222222233333333333444243a24 GeneBank code
1128124881355669223455568890233S5
563693010256614037062404810584223]72 D A C F total %
Hap_.1 AATTGGTTATTCCTACAAATTGAGTCTTGAAATA 3 1 4 3.77 KT336389
Hap_2 G . . . .o c .. .o Lo . . 2 7 6 2 21 19.81 KT336390
Hap 3 . . . . . . . . . . . . . . 000000000 d s .G 1 1 0.94 KT336391
Hap_4 G G C 4 1 5 4,72 KT336392
Hap_5 G . 12 3 5 28 26.42 KT336393
Hap_6 G . A .. 1 1 0.94 KT336394
Hap_7 G . C T.....C 11 2 1.89 KT336395
Hap8 G. . .....G........G.C. ... .....06G.... 2 1 3 2.83 KT336396
Hap_9 ... ...C.G. .. ... ....C........A..... 1 3 2.83 KT336397
Hap 10 G . . C o C 1 0.94 KT336398
Hap_11 G . A. . .G 3 2.83 KT336399
Hap_12 G . G . 1 4 6 5.66 KT336400
Hap 13 G . o C 1 0.94 KT336401
Hap 14 G .G . . . . .GCC. . . . .. C 1 0.94 KT336402
Hap_15 . . . . . . . . . . . . . . . .G 1 0.94 KT336403
Hap_16 G . C . - T 1 0.94 KT336404
Hap_17 G . . . . . . .G . . . . . . . . . . C. G 1 3 2 6 5.66 KT336405
Hap_18 . . . . . . C.G . . . . . . . . . .C 1 2 3 2.83 KT336406
Hap 19 G . C . T 1 1 0.94 KT336407
Hap_20 G . . C 1 1 2 1.89 KT336408
Hap 21 G . . . . . . .G. . . T. . . . .. 2 2 1.89 KT336409
Hap 22 . . . . . . . . . . . ... ....6¢6 . 5 5 4.72 KT336410
Hap_23 G . G c . A . C 2 2 1.89 KT336411
Hap_24 G . G T LA G 1 1 0.94 KT336412
Hap_25 G G R C 1 1 0.94 KT336413
Hap_26 G . ca. .. ... ..CcC 1 1 0.94 KT336414
Hap_27 .o c 1 1 0.94 KT336415
Hap_28 G A C G 1 1 0.94 KT336416

Total 27 22 23 19 108 100.00




