Supplemental Table 3A

OIM_d1 No Overlap B39_d1

Motifs P-value Best Match Overlaps
<C.(36Ge<. (GGGeCxa 1.00E-14 SP1 KLF4
_ATCcGGT 1.00E-14 RUNX RUNX1 RUNX2
cC_ltCCalllcocac 1.00E-11 SMAD3 E2F1 E2A
GGAAGeGaGTse 1.00E-11 MAZ SP1 SP4
<CCTCCa<CccC.cc 1.00E-10 EGR SP1 BCL6
C+T=AAGT AA 1.00E-10 NKX2 STAT3
<TTCCT_GGATC~ 1.00E-07 STAT3 SPI1 STAT6
<aC-TCCACT-.CA 1.00E-06 NKX2 SP4 ETS

OIM_d2 No Overlap B39 _d2

CCACCICC=AT 1.00E-12 MAZ RUNX EGR
CACCCGACGCC 1.00E-12 NR2F2 E2F RARA
TGCCGITAAGTA 1.00E-12 NKX3 STAT3
CTITCTSTSTCT 1.00E-11 PRDM1 SMAD2 SMAD3
SAGCT TTG 1.00E-10 NHLH1 SP1 E2A
GTGGGCTIGGEESG 1.00E-08 EGR2 EGR1 SMAD3
CISTATT=CC=C 1.00E-08 E2F1 E2F4 E2F6
STGCCATGG 1.00E-08 RFX1 E2F YY1
CAACCCGC 1.00E-08 SPI1 RFX4 ETS1
SEGRCAAASGT 1.00E-08 CEBPb CRX  CEBPa
GGATGAGCAA 1.00E-07 RXR PPARg TR4

ACCCACALCCCC 1.00E-07 KLF4 RUNX1 RUNX2




Supplemental Table 3B

B39_d1 No Overlap OIM_d1

Motif P-value Mi::z:\ Overlaps
~GGAG=T<T 1.00E-14  GC KLF4 BCL6
+~TcCE=TO - 1.00E-11 ELK4  ETS
—AG=aGxAAcAAAT 1.00E-10 FOXA2 SOX1 SOX4,5,6
~T<GCTCTATAG~ 1.00E-08 TBP DCE  E2F2
CT-CCTCcC C-ACT 1.00E-08  SPI1 ETS
A CGGecGCAAGT 100E-06 E2F2  E2F3
ACA<~AG=GCGCA 1.00E-06 KLF7 BCL6  SP1

B39_d2 No Overlap OIM_d2 ]
ACCCCAAAA  100E14 E2F  E2F2  E2F3

TCCAGGOGGCCT 100E12 MAZ  SPA EGR
ATTATACICACA 100E-12 SOX30 SRY NKX3
A C <-4  100E-11 ZEB1 E2F  EGR

CAATCCAACTC 1.00E-11 EGR1 BRCA1 NFIC
TAGGAA TAL 1.00E-11  SPH ETC

CT CLCCCA  100E-11 BCL6 EGR  SP4

CCCACACLCCCC 1.00E-10 PLAG1  SP1 EGR
CLCACCCCACCC  100E-09 ARNT SMAD3 EGR
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