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Additional file 16. Gene Ontology categories of GO class “Biological Process" significantly over-represented among transcripts down-regulated by cold
treatment in S50676 inbred line. Only the relevant fragment of the GO graph is shown with over-represented categories highlighted. Numbers attributed to
a GO term indicate, respectively: total number of proteins described by this GO term in the population/size of the population; number of cold-repressed

proteins described by this GO term/total number of cold-repressed proteins



