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Supplementary Figure 1A
TCGA LUAD RNAseq - stage | and Il
ESLA-7, DFS

HR = 1.8 (1.3 - 2.6)
logrank P = 0.00089

0 10 20 30 40 50 60
months
Number at risk
156 134 72 42 31 21 16
155 109 51 22 16 11 9

Supplementary Figure 1C
TCGA LUAD RNAseq - stage | and Il
CIN25, DFS

HR = 1.35 (0.94 - 1.93)
logrank P = 0.1

0 10 20 30 40 50 60
months
Number at risk
156 128 64 33 24 18 15
155 115 59 31 23 14 10

Supplementary Figure 1E
TCGA LUAD RNAseq - stage | and Il
CCP, DFS

HR = 1.32 (0.93 - 1.89)
logrank P = 0.12

0 10 20 30 40 50 60
months
Number at risk
156 132 65 34 25 18 14
155 111 58 30 22 14 11
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Supplementary Figure 1B
TCGA LUAD RNAseq - stage | and Il
ESLA-7, DFS - no treatment

HR =3.0 (1.3-7.4)
logrank P = 0.0096

0 10 20 30 40
months
Number at risk
48 11 5 3 1
47 5 0 0 0

Supplementary Figure 1D
TCGA LUAD RNAseq - stage | and Il
CIN25, DFS - no treatment

HR = 1.73 (0.81 - 3.70)
logrank P = 0.15

0 10 20 30 40
months
Number at risk
48 11 4 2 1
47 5 1 1 0

Supplementary Figure 1F
TCGA LUAD RNAseq - stage | and Il
CCP, DFS - no treatment

HR =26 (1.1-6.2)
logrank P = 0.021

0 10 20 30 40
months
Number at risk
48 12 5 3 1
47 4 0 0 0



