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DACT2      ----------MWTPGGPP----------------GSAGWDRRRLGARLRAAFAGLQELQGLRATQQERVRGALALQPPP 

DACT1      MKPSPAGTAKELEPPAPARGEQRTAEPEGRWREKGEADTERQRTRERQEATLAGLAELEYLRQRQELLVRGALR-GAGG 

DACT3      -------MIRAFSFPVSP---------------------ERGRLRGWLEGSLAGLCELHWLRERQEYRVQQALRLAQPG 

                           ..                     :* *   .  .::*** **  **  *:  *. **       

 

DACT2      APAAPCGPHGLHGPEQQ--------LEAALAALQEQLSRLRQQDIGLKTHLDQLDLQISKLQLDVGTASGEALDSDSRP 

DACT1      AGAAAPRAGELLGEAAQRSRLEEKFLEENILLLRKQLNCLRRRDAGLLNQLQELDKQISDLRLDVEKTSEEHLETDSRP 

DACT3      MGGAEAEDEE---DADE---------DEDAAAARRAAAALEEQLEALPGLVWDLGQQLGDLSLESG-----GLEQESGR 

             .*            :         :      .     *  .  .*   : :*. *:..* *:        *: :*   

 

DACT1      SSGFYEMSDGGSCSLSTSCASV---CSDHISPSLGSLLPVAQAH-------KARPSMGDWRPRSVDETTVPAWRPQATE 

DACT2      SSGFYELSDGASGSLSNSSNSVFSECLSSCHSSTCFCSPL-----------EATLSLSDGCPKSADLIGLLEYKEGHCE 

DACT3      SSGFYEDPSSTGG--PDSPPSTF--CGDSGFSGSSSYGRLGPSEPRGIYASERPKSLGDASPSAPEVVG---------- 

           ****** ... .   . *  *.   * .   ..      :           :   *:.*  * : :              

 

DACT2      EGARPPGSVEDAGQPWGTFWPRPVSTGDLDRALPADTGLQKASADAELLGLLCQGVDIPLHVPDPKYRQDLVSQGGREV 

DACT1      DQAS--GAV-----------CRSLSTPQFNSL--------DVIAD-----------------VNPKYQCDLVSKNGNDV 

DACT3      --AR--AAV-----------PRSFSAP-YPTA--------GGSAG-----------------PEACSSAERRARAGP-- 

             *   .:*            *..*:                 *.                  :.    :  :. *    

 

DACT2      YPYPSPLHAVALQSPLFVLTKETPQ--------------RGGPSFPRESPRGPAGLNTIQTGPVLEAGPARARAYIDRL 

DACT1      YRYPSPLHAVAVQSPMFLLCLTGNPLREEDRLGNHASDICGGSELDAVKTDSSLPSPSSLWSASHPSSSKKMDGYILSL 

DACT3      FLTPSPLHAVAMRSP--------RP--------------CGRPPTD---------------SPDAGGAGRPLDGYISAL 

           :  ********:.**                         * .                  ..   ..     .**  * 

 

DACT2      LHLWGRE---------------------------TPAKGSEGEQGPLRHAASPS---------------PQRQGGWSTD 

DACT1      VQKKTHPVRTNKPRTSVNADPTKGLLRNGSVCVRAPGGVSQGNSVNLKNSKQACLPSGGIPSLNNGTFSPPKQ--WSKE 

DACT3      LRRRRRR-GAGQPRTS-------------------PGGADGG---------------------------PRRQ------ 

           :. . .                             *.  . *                           * .*       

 
DACT2      GGGRLLVFAPGREDEGGPAQSRGAGRGGPQQQGYMPLEGPQQSGSLPEEGSKPSNSCVLRETMVQASPSSKAQQT---- 

DACT1      SKAEQAESKRVPLPEGCPSGAASDLQSKHLPKTAKPASQEHARCSAIGTGESPKESAQLSGASPKESPSRGPAPPQENK 

DACT3      ------NSVRQRPPDASPS-----------PGSARPAREP----SLERVGGHPTSPAALSRAWASSWESEAAPEP---- 

                         :. *:                *        *    *  *.... *  :  .   *  .  .     

           
DACT2      --------PSAQDYGRGNIISPS----------------RMLDKSPSPASGHFAHPSFAASLKMGPPKSKAEKIKRSPM 

DACT1      VVQPLKKMSQKNSLQGVPPATPPLLSTAFPVEERPALDFKSEGSSQSLEEAHLVKAQFIPGQQPSVRLHRGHRNMGVVK 

DACT3      ---------------AAPPAAPS--------------------PPDSPAEGRLVKAQYIPGAQAATR--------GLPG 

                               :*.                     . *  ...:.:..: .. : .               

 
DACT2      DKVLRFARQPLLLLDRPEGAHAA-PQPSLEWDPAHWPTGRGGLQ--RRPALAWEAPGRSCSESTLYPMPVLVPLAVAP- 

DACT1      NSSLK--HRGPALQGLENGLPTVREKTRAGSKKCRFPDDLDTNKKLKKASSKGRKSGG--------GPEAGVPGRPAG- 

DACT3      RAARR--KPPPLTRGRSVEQSPPRERPRAAGRRGRMAEASG-----RRGSPRARKASRSQSETSLLGRASAVPSGPPKY 

               .  .      .      .   ..       . .   .     .. :     ..              **   .   

 
DACT2      QESHRTSAQALFPFEASLLTSVARRK--HRRWQSTVEIS---ARARLASCPESNLGP-PRPVARRAGGPLARGRPSLVR 

DACT1      -GGHRAGSRAHGHGREAVVAKPKHKRTDYRRWKSSAEISYEEALRRARRGRRENVGLYPAP------VPLPYASP---- 

DACT3      PTAEREEPRPPRPRRGPAPTLAAQAAGSCRRWRSTAEIDAADGRRVRPRAPAARV---PGP------GPSPSAPQRRLL 

             . *  ...      .  :   .     ***.*:.**.   .          .:   * *       * . .       

            
DACT2      QDAYTRSDSEPSKHSAECDPRFPSVIPETSEGESSDHTTNRFGDRESSSSDEEGGAQSRDCDLALGYVAAGHAELAWTQ 

DACT1      Y-AYVASDSE---YSAECESLFHSTVVDTSEDEQSNYTTNCFGDSESSVSEGEFVGESTTTS-----DSEESGGLIWSQ 

DACT3      Y-GCAGSDSE-------CSA---GRLGPLGRRGPAGGVGGGYGESESSASEGESPAFSSASS-----DSDGSGGLVWPQ 

             . . ****       *..   . :   .    :. . . :*: *** *: *  . *   .      :   . * *.* 

 
DACT2      EAPVSSGPLLS---------PVPKLCRIKASKALKKKIRRFQPTALKVMTMV 

DACT1      --FVQTLPIQTVTAPDLHNHPAKTFVKIKASHNLKKKILRFRSGSLKLMTTV 

DACT3      QLVAATAASGGGAGAGAPAGPAKVFVKIKASHALKKKILRFRSGSLKVMTTV 

              . : .            *.  : .****: ***** **.. :**:** * 

 

 


