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Supplementary Table S1. Sequences for gene-specific primers.

Mt7g111060-F

5’-TGGCTTCTTGCAAATCAGTG-3’

Mt7g111060-R

5’-AACACCAGCATCAACATCCA-3’

Mt7g111050-F

5-AAACACCCCGAAGTGAACTG-3’

Mt7g111050-R

5-ACCAAATGCCCAACAAGAAC-3’

Mt7g093100-F

5-TGTGCAGCTCGCAATAAAAG-3’

Mt7g093100-R

5’-GGAGTTACATCACGGCCACT-3’

Mt3g070860-F

5’-CCACAATCTTGCAGGGAAGT-3’

Mt3g070860-R

5 -AATGTCAATTCTGGCCTTGG-3’

Mt1g074950-F

5’-GGCTTTGCTGAAACGAGTTC-3’

Mt1g074950-R

5’-AAGTTCCAAAGCAGGAACGA-3’

Mt7g024750-F

5 -GGCGCAGGCTATAAGTTTGA-3’

Mt7g024750-R

5 -ATGGCTGTGGTGAGAAATCC-3’

Mt4g077470-F

5’-CTTTTGCCCGAGAGGGTATT-3’

Mt4g077470-R

5-CAGGGGTGGTGACAGAGTTT-3’

Mt5g061690-F

5’ -TGGCTGTTGGTGTTCTTCTG-3’

Mt5g061690-R

5-CCCTCTTAGGCCATGATTGA-3’

Supplementary Table S2. Parameters used for metabolite peak annotation.

Supplementary Table S3. Gene ID of different clusters from Fig 5: Gene ID (column B), gene description (column C) median
centered expression values for each sample (column D-M). (B) Overview of GO enrichment for each cluster from Fig. 5.

Supplementary Table S4. (A) List of differentially expressed transcripts (FDR; p<0.05) in drought-stressed samples vs. samples
pretreated with KM followed by drought (D_KM vs D) and salt-stressed samples vs. samples pretreated with KM followed by salt
(S_KM vs S) with a log2 FC >1. (B) GO enrichment of differentially expressed transcripts (FDR; p<0.05) in drought-stressed
samples vs. samples pretreated with KM followed by drought (D_KM vs D) (C) List of differentially expressed transcripts (FDR;
p<0.05) in drought-stressed samples vs. samples pretreated with KM followed by drought (D_KM vs D) and salt-stressed samples
vs. samples pretreated with KM followed by salt (S_KM vs S) with a log2 FC <-1. (D) GO enrichment of differentially expressed
transcripts (FDR; p<0.05) in drought-stressed samples vs. samples pretreated with KM followed by drought (D_KM vs D) with a
log2 FC <-1.
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Supplementary Fig. S1. Effect of 108M KM pre-treatment in (A)
i hydrogen peroxide content, (B) cellular damage indicated by leaf MDA
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Supplementary Fig. S2. Effect of 108M KM pre-treatment
in (A) NO content and (B) nitrate reductase (NR) activity
measurements in leaves of control (0 d), short (2 d) and long
term (9 d) 108M KM-treated M. truncatula plants. Data
denoted with asterisks are statistically different to respective
control samples (0 d) according to Tukey’s pairwise
comparison test (p < 0.05).
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Supplementary Fig. S3. Venn diagram showing number of significantly regulated transcripts in drought-stressed samples vs.
samples pre-treated with KM followed by drought (D_KM vs D) and salt-stressed samples vs. pre-treatment with KM and
subsequent salt stress (S_KM vs S). Overlap signifies commonly regulated transcripts (FDR: P<0.05).

Supplementary Fig. S4. Metabolite profiling of drought (A) and salinity (B) stressed samples compared with respective drought and
salinity stressed samples following 108 M KM pre-treatment in leaves of M. truncatula plants. (C) Metabolite profiling of pre-treated
KM plants after 0 d (control), 2 d (short-term) and 9 d (long-term) KM foliar application in M. truncatula plants growing under
normal conditions.
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