
Supplemental Figure S2. MS/MS spectra of all identified phosphopeptides and
phosphosites from A. baumannii strain SK17-R. Annotated MS/MS spectra of all detected
phosphopeptides were obtained and then exported after the database search Data extractionphosphopeptides were obtained and then exported after the database search. Data extraction
and processing were done using MaxQuant. The y-ions are shown in red and the b-ions in
blue. Losses of the neutral chemical groups, H2O, or NH3, from fragment ions are shown in
orange Residues marked with “ph” are those favored for phosphorylation
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orange. Residues marked with ph are those favored for phosphorylation.
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