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Supplementary Figures 

Supplementary Figure S1      

Fig. S1 Short-term assay for influx and efflux activity of OsPIP1;3 and OsPIP2;6 in S. 
cerevisiae HD9 strain (∆fsp1∆acr3∆ycf1). (a) Concentration of tracer B (10B) in the HD9 
mutant yeast cells harboring the empty pYES3 plasmid (EV) or plasmids expressing t-
OsPIP1;3 and t-OsPIP2;6 for short duration exposure to 10B for 0, 15, 30 and 60 minutes 
(influx). (b) Concentration of 10B in the HD9 mutant yeast cells harboring the empty pYES3 
plasmid (EV) or plasmids expressing OsPIP1;3 and OsPIP2;6 after re-suspension in B free 
media for 0, 15, 30 and 60 minutes (efflux). Data are means ± S.D (n=3), (*) P<0.05. 
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Supplementary Figure S2     
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Fig. S2 Overexpression of OsPIP1;3 in Arabidopsis, map of overexpression construct, 
and RT-PCR analysis in transgenic lines. (a) Diagrams of OsPIP1;3 construct cloned 
under actin2 promoter-terminator cassette (ACT2pt) in the binary vector pBIN19 for plant 
transformation. (b) Transcript level of OsPIP1;3 in the transgenic Arabidopsis lines 43, 51 
and 60 in comparison with wild type control (WT). Transcriptional levels were determined 
using a semi-quantitative RT-PCR. Actin2 gene (ACT2; lower panels) was used as a control. 

	



Supplementary Figure S3      
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Fig. S3 Analysis of 10B accumulation in the transgenic Arabidopsis lines expressing OsPIP1;3 
and OsPIP2;6. 10B concentration in (a) shoot and (b) root in the transgenic Arabidopsis lines 43, 
51, and 60 overexpressing OsPIP1;3 in comparison with wild type (WT). 10B concentration in (c) 
shoot and (d) in the transgenic Arabidopsis lines 27, 33, and 40 overexpressing OsPIP2;6 in 
comparison with wild type (WT). The average and standard error (SE) values are shown for three 
replicates of 25 plants each for WT and transgenic Arabidopsis lines. 
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Fig. S4 Fresh shoot weight of Arabidopsis expressing OsPIP1;3 and OsPIP2;6 on boron 
containing media and aquporin transporter inhibitors.  (a) Fresh shoot weight of the 
transgenic lines 43, 51 and 60 expressing OsPIP1;3 as compared with wild type (WT). (b) 
Fresh shoot weight of the transgenic lines 27, 33 and 40 expressing OsPIP2;6 as compared 
with wild type (WT). Seedlings were grown for 3 weeks on 1/2x MS medium supplemented 
with 0, 3 mM B, 100 µM sodium azide, 50 µM silver nitrate, 3 mM B+100 µM sodium 
azide, and 3 mM B+50 µM silver nitrate. The values are presented as an average of four 
replicates of 40 plants. The asterisks represent the significant difference in biomass 
accumulation and root length compared with wild type (WT) plants, (*) P<0.05, (**) 
P<0.01. 

	


