Supplementary Dataset S1

Integration Stte (b} Breakpoint Nearest Gene (c)
Intron/Exon/

Sample (a) chr Site LTR | Strand Site Distance | Distance (d) | ReferenceID Name Strand TxStart TxEnd

pawmnn;mw ot | 2ssps00 | @ + 26504741 241 44266 NM_015484 syr2 - 25548766 | 25550013
Patiert amof | cnria | 2o7ecesz | ¥ - | aceosss 24 intron NM_203356 CTAGES + 29735501 | 29820397
pa"g“s’n';'""’ chrz | 23t1843s6 | ¥ - | 231104278 78 intron NM_138402 SP140L + 231191893 | 231268445
P“”“om'“';' | ozt | aresesz2 | @ + | 47es0esa 3 14000 NM_00T146116 DIP2A + a7e7ese1 | 47978422
pa""m‘“'s" | cnrzz | ssseeree | @ - | asaseses 140 ntron NM_021822 APOBEC3G + 20473000 | 304paras
Patientamo | cnea | eotceszs | ¥ + 69106714 820 ntron NM_003968 uBAa - €9103880 | 6o120524
pa“‘("“s’n';'""’ chra | 1sas77aso | @ - | 152077260 20 1784 NM_015585 ARHGEF28 + 153839148 | 152075616
Pa”“om'“'a" | ows | 1sesssraa | @ + | 156580815 72 axon NM_1208289 FAMT1B - 156560043 | 156580279
pa"“'m“'s" | cns | 1azesser2 | = + | 132680371 99 intron NM_015033 FNBP1 - 132640465 | 122805473
Patient amor [ unfe) | 140148 x - 140072 76 21268 NA_046235 ANA4SSS + 130507605 | 132644107
Patient umor | ohex | 1so41087 | ¥ - 13040914 123 12688 NM 174801 FAMEC - 13053735 | 13D62817
Pa”“om'“'a" 1 e | ta04r0w | @ - 13040848 89 12608 NM 174901 FAMEC - 12053735 | 13pe2et7
pa":“;n's" | o | sr7asam | @ + 41745567 126 ntron NM_D01126054 CASK - a1a74188 | 41782207
Patient amor | onei | s0essss1 | & + | oeesosa | 102 ntron NM_012421 AL + 40627040 | 40706583
p‘“‘("“a’n';'""’ chrt gapesses | & + 83005636 [ 637462 NM_012302 LPHNZ + 820BB0B1 | 82458107
pa‘”om'“'a" 1 e | 204mearar | & - | 204783507 | 204 34050 NM_001160a23 NFASC + 204707781 | 204901950
pawomn '3" | enrt | 220077733 | & + | 220277988 | 285 ntron NM_018060 IARS2 + 220067454 | 220221383
Patient Wmor | oo | es7ozass | & + | es70a408 108 105788 NM_014384 GHITM + sseagtes | 8s5e133m1
p‘“:“a’n';'""’ chrio | sie27ies | & + 91627467 a02 26547 NA_028382 LOCB43529 + 91560248 | 91600618
pa‘”m'“'a" | corto | neasssso | & + | neassro | a0 ntron NM_006720 ABLIMI - 116190868 | 118444414
pawomn '3" | ohrio | 1aszeeess | & + | 134263088 | &1 130 NM_173541 Cloort1 + 124268713 | 134261825
Patent MmO | oret1 | essssrsr | & - | eds42see | 17 ntron NM_00E795 EHD1 - 64620207 | B4846181
p"":“a‘n';'““ chri1 | 12e3psas2 | & - 126205319 (5] ntron NM_022531 KIRAEL2 - 126203305 | 126870766
pa"“'m“'a" | otz | ossare2 | & - 08431737 45 42558 NR_0ag188 MiR4203 - 98380160 | 96289226
pa“"o‘m“ '3" ° | chea | 7280000 | & + 72610428 128 168970 NM_004382 DAGH1 - 72012087 | 72441330
Patentumor | cnria | 7etsasss | & - 79183455 899 4866 NM_024546 RANF219 - 79188420 | 78233314
paent™umor | onria | 1ooot7ees | & + | woor7ess | 35 ntron NR_0ag765 MIR54BAN - 99868261 | 100058554
'a""orgn'a" °| ohris | e2aosezn | & + | e2aosass 165 intron NM_017884 VPS13C - 62144580 | 62352684
pa“"o‘m“ T;‘""“' ohris | e2a0szzo | & + | e2aosace 86 intron NM_017684 VPS13C - 62144588 | 62352684
Patient Wmor | onris | sesoszz0 | & + | szaoszes 48 intron NM_017684 vPstac - 62144580 | 62352684
Patient umor | onris | eso7osto | & - eso70iee | om1 intron NM_001144823 |  DENND4A - 65052956 | 68084631
pawmm;mw ohrie | d4s4e284 | & - 4543206 58 intron NM_001127206 HMOX2 + 4504718 4560348




Supplementary Dataset S1 (cont.)

Integration Site (b) Breakpoint Nearest Gene (c)
Intron/Exon/

Sample (a) chr Site LTR | Strand Site Distance | Distance (d) Reference ID Name Strand TxStart TxEnd

Patemamer | oot | 7eveses | + | 728veser & intron NM_006885 ZFHXa - 72616785 | 73082534
P | o7 | 7aasTse | & - | 7ass7esa | 208 intron NM_002086 GRB2 - 73314156 | 73401780
P ™ | chria | 4soeszes | & - | 4sassoe 7 intron NM_001125037 SMAD2 - 45250465 | 45457512
Patent amr | cnris | ssssesze | & + | 4sssessa | 2¢ 10102 NM_005215 pcc + 42866541 | 51062273
P"’:‘Q‘n‘;‘m chria | a@serzs | & - 8366799 426 exon NM_018579 cDa20 - 8367010 8373240
Patient WMot | chrig | 1ss2zess | & - 15523886 72 Intron NM_014371 AKAPEL - 15400858 | 15520833
Patient WMo | ohrig | arzesze0 | & + | 47268400 129 6448 NM_024301 EKAP + 47249202 | 47281822
pam’:""" oz | aeaeras | & + 2231881 73 Intran NM_014346 SPAST + 0088679 | 32382708
patemumor | oz | sssssrs | - | sasesnzs 70 33008 NM_001201865 AsBa - 53867116 | 54014146
Patient mot | oz | 7oazsess | & - | 7oaze7es o 10521 NM_008186 PCEPY + 70314584 | 70318334
Patient umo | onr2 | 1a4529427 | & + | 124520821 | 04 203396 NM_207481 NCKAPS - 123420971 | 134328081
p‘“g“&‘;"""' crzo | asss7eso | & - | 2sssmes &9 844559 NR_027124 LOCa29568 - a7pa2423 | a7esaset
Patem oMo | corzt | setsosan | + | aswmoom 51 intron NM_001754 AUNX1 - 26160087 | 26260087
Patientumor | oozt | a7esoser | - | arosoise | am 14096 NM_00T46116 DIP2A + a7eTasel | 47eredaz
Pt | crzz | 4seeoi7e | E - | 4se00120 58 intran NM_173050 SCUBE1 - 43500028 | 4373ca04
p“:‘gn';‘"'“ chrzz | 4smsazao | & - | 4ssarars | 285 125058 NR_026387 Cazartas - 50013288 | 50051190
Pavent e’ | owa | assaarsr | & + | aeszssss | 7 intron NM_003149 STAG + 36422006 | 365809496
Patient WMot | cres | eseesess | & - | sosesass 70 138009 NM_145715 TIGD2 + 90033967 | 90036052
P’“z“&';""“ chea | oeteo0se | & + 06160107 58 intron NM_003728 UNCSC - 96083655 | O0B470361
patemumor | cres | tamzeers | & - | 1amizasw | 15a intran NM_00T101668 | INPP4B - | va2ssster | 14a7e7e04
patemt umor | cres | 1ace2i0ar | & - | 1sos20020 | 17 1164208 NR 032918 | NCRNAoozso | - | 1e1seses2 | te20soage
Patient mot | cres | 1esaseres | & - | 1esag2s70 | 185 intron NR_028931 LOC320975 - | 1eszzs238 | 1sBazever
p“m’g"“" ohs | es2se2098 | & + 82502208 109 intron NM_022550 xAcca + 82373316 | 82649579
Fatem T | owe | eosma | & + | sosazzrs 75 intron NM_021813 BACH2 - 063248 | e006627
Patemamer | ows | sosssosa | - | sossrese | a7 176503 NM_018967 SNTG1 + 50824506 | 51705427
Patieumor | o | samiemo | & + | easrazss | vas 220066 NA_038875 LOC286184 + 64681967 | 64698054
Patiemumor | onrs | sio7eass | - | storear 24 83285 NM_005078 PD&2 - 80047104 | 80893010
Pavent et | s | 7asmie | & - | raamser | 1e7 intron NM_208845 TRPM2 - 7awg06s | 73403074
p“:‘gn';‘"'“ chra | 132613310 | & — | 1ami318s | w4 Intron NM_00E876 usP20 + 132697605 | 132844107
Patient mor | unk | 140142 5 + 140382 249 21388 NR_046235 RNA45SS - | 1acsessea | 1azse7sra
Patient Tumor | unc 8306 5 + 8529 223 0 NA NA - 132560563 | 132597572
Patem amor | unk 8306 5 + 8492 186 0 NA NA - | 1a2sesses | 1azse7sre




Supplementary Dataset S1 (cont.)

Integration Site (b) Breakpolnt Nearest Gene (¢}
Intron/Exon/

sample(a) | chr Site LTR | Strana | sStte | Distance | Distance(d) | ReferenceID Name Strand | TxStart TxEna
Paient Tomer | unk 8306 5 + 8459 153 ) NA NA - 132580563 | 132567572
Patet AT | unk 8306 5 + 8435 129 0 NA NA - 132680563 | 132507572
PatientTumor | onec | 1sostem | & + 13041117 85 12703 NM_174801 FAMSC - 13063736 | 13062817
mwm ot | 17702880 | = + 17702886 8 intran NM_207421 PADIE + 17698740 | 17728195
m‘;’:,gf”‘: chri | sesseszo | = + 52956574 54 ntran NM_015268 ZCCHCH - 52888947 | 53016762
Pete e e | ot | vimerios | - | 111106808 | 208 17204 NM_D02232 KCNA3 - 111214308 | 111217656
mwm chrt | 111714584 | @ + 111714685 131 ntran NM_001007784 CEPT1 + 111682248 | 111727724
mwm chri | 1so0s7ear | @ + | 150057888 | a4a intron NM_007258 VPs4s + 150038341 | 150117508
mwm o | 1s1as7ara | @ - | 151387218 | 287 intran NM_207171 POGZ - 151375188 | 151431841
PEllerMPEMC | ot | 17zaveses | @ - | trzzie7es | eo Intran NM_015568 DNM3 + 171810620 | 172381857
PElleMPEMC | onrt | 1sssoerss | @ - | 198508803 | 188 intron NM_133262 ATPEVIGE - 198492351 | 198510075
mzmpmc chr | 1essoerse | @ - | 198508823 | 156 intron NM_133262 ATPEVIGS - 198482351 | 198510075
m;:mpmc o | 1essoe7ss | @ - | 198506732 57 intron NM_133262 ATPEVIGE - 198492351 | 198510075
PellerePEMC | ot | 226002021 | @ - | 2as00ate2 58 intran NM_0000E1 LYST - 235824344 | 236030220
PEllePEMC | onrt | 2se00e21 | @ - | 228003178 45 intron NM_000081 LysT - 235824344 | 226030220
mzxmpmc ol | 2@eooazzt | & - | 2aso0ate7 | 24 intran NM_0000ET LYST - 235824344 | 236030220
M?memc ol | 1amass | @ + 1211641 156 intran NM_018008 TOLLP - 1285597 1230892
PellentPEMC | et | tamass | @ + 1311458 73 intran NM_018008 ToLLP - 1295597 1230892
PEUEMPSME | ohriz | qzepsosse | @ - | 124080222 | 135 intron NM_006815 TMED2 + 124060075 | 124082688
M?me chriz | 124080858 | @ - | 124080488 | 72 intran NM_008515 TMED2 + 124069075 | 124082688
m%mc chriz | 1ossz7ess | & + | tomseraas | w4 intran NM_001145645 |  TNFSF13B + 108921976 | 108960832
PEllentPEMC | chriz | tosseress | @ + | toss27arz 57 intran NM 001145645 |  TNFSF13B + 108921976 | 108860832
PEUSMPEMC | ohrie | 7020887 | @ + 70206716 % 24382 NA_020a78 | LOC100289511 - 702x000 | 702344230
M?meg“c chris | 4dsezraz | @ - | asse270a 78 intran NM_001145112 PATLZ - a4957929 | a4ses086
P““"o":mm chrie | 2308788 | @ - 2308725 ™ intran NM_006711 ANPS1 - 2303089 2318413
PEEMPEME | ohrie | 2esezest | @ + | 2ssezsss m intron NM_138414 ccociot + 28565248 | 28603111
P“’eo"‘smm chrie | es1azses | @ - 68133498 07 intron NM_ 173163 NFATC3 + 66118268 | GE263IE2
m%m chrie | es1a3eos | @ - | eataasar ) intran NM_173163 NFATC3 + Ge110268 | GE26A1E2
p"“‘;’:mm o7 | sozsess | @ + 5230693 28 intran NM_001083585 | RABEP1 + 5185657 5289132
PEHEMESME | oherr | 277eerm | @ + | 277ess8s 157 intron NM_020731 TAOK1 + 27717042 | 2787BSR1
P’“‘;':Jmm ohri7 | as7sasea | @ + 28753894 270 30351 NM_003078 SMARCE1 - 28783976 | 38804103
p"“‘;’:mm o7 | 4eesazes | @ + | 4eegazes ™ intran NM_003726 SKAP1 - 46210801 | 46507584




Supplementary Dataset S1 (cont.)

Nearest Gene (c)
sample (a) enr site LTR site @ D Name Strana |  Txstart TxEna
PetlePeMC | enm7 | essescre | = 65862924 154 ntron NM_004458 BpPTF ese21778 | eseepass
PatlemEeMC | onri7 | 7escceze | @ 78801084 185 108 NM_oooaie PeHE 70801033 79818544
Palient PEMC | cnri7 | 7esccsze Py 7801083 114 104 NM_oo0918 PaHB 78801033 79818544
Patlent PeMC | enris | assesoss @ 44895135 52 intron NM_o18087 IERaIP1 s4as81412 24702745
PellelPEMC | onria | soar73so = 10317279 101 11625 NM_oota7e DNMT1 10244021 10205755
PallePeMC | ohrie | arrienaa @ ariasa a2 intron NM_oa2825 2ZNFas2 37086220 a7119498
Patient PEMC | chris 58267510 a sa267621 m axon NM_173832 ZNETTE 58258163 58260527
Patielt PeMC | one2 28449804 e 98440577 n7 intron NM_015348 TMEM11 26372800 28612354
PellentPEMC | o2 | 1eotscies | o 160130312 127 intron NM_oot128213 WDsUB1 160092302 | 160143236
P e e | cnrzt 47191761 e 47191480 271 55002 NR_oass7e | LOC100128027 47247754 47256333
Patlent PEMC | carz1 47990522 ES 47900756 233 14080 NM_00T146116 DiP2A 47878861 47978432
Patet beC | cnrz1 | a7eso0s22 @ 47980733 21 14000 NM_001146116 DIP2A 4778861 47076432
PotlentPEMC | cnrz1 | 47es0s22 = 47980703 1 14000 NM_00T146118 DIP2A 47878861 47076432
P e C | ezt | a7es0s22 @ 47980882 &0 14000 NM_001146116 DIP2A 4778861 47076432
Pt e C | carz1 47990522 @ 47900578 57 14080 NM_00T146116 DiP2A 47878861 47078432
PRtemieC | oz | anrsiz @ a1177200 a2 intron NM_006258 sLc25A17 41185638 s1215292
PRUS T | ez | aczasess | & 42249542 o7 intron NM_00£599 SREBF2 42020108 | 42300375
Pt e " | cnrzz | soessess @ 50256133 189 intron NM_ot4838 zBED4 50247496 50283726
Pt e C | cnre2 | sozseess EY 50208541 108 ntron NM_024105 ALG12 50206853 50312106
Penet e | oz | sozeeess | @ 50208550 29 intron NM_024105 ALG12 50208853 50312108
PRUS e | cnwa | ascesees | @ 48965533 aaa intron NM_o08321 ARIHZ ssose2e0 | 49022071
P e | cnwa | ascesess | @ 48065823 a3 intron NM_008321 ARIHZ 48056280 49022071
P e e | cnra 48065888 a 48965826 40 ntron NM_o06321 ARIHZ 48056280 49022071
PRueie | chea | asssesses | a 48065829 a7 intron NM_008321 ARIHZ 48056280 49022071
e | cnea 51434782 2 51434748 2 intron NM_001171904 veREP 51423207 51534018
Pt e C | cnea | 1s3passcs | @ 153038617 201 152645 NM_002886 RAP28 152880028 | 152886263
Pt e C | cnra 24550456 ES 24550413 a3 ntron NM_oo13se DHX15 24529087 24586184
mmm chrd 147393213 a 1473gazel &8 ntron NM_001029998 SLC10AT 147175138 147443123
P e C | cns | sas7roso | @ 24877108 26 axon NM_ot4820 TTCar o47ooses | 94sso7on
mm?‘c chré 26129407 a 26129506 89 4489 NM_003512 HISTIH2AC 26124372 26124918
P e C | o 1ae7sesoz | @ 139756520 27 ntron NM_022750 PARP12 139723548 | 120783521
mmc chi7 150318109 a 150318329 220 4354 NA_o24115 GIMAPS 150322463 150329680




Supplementary Dataset S1 (cont.)

Integration Stte (b) Breakpoint Nearest Gene (c)
Intron/Exon/

sample(a) | ehr site LR |strana | sme | Distance | Distance(q) | Reference D Name Strand |  Txstart TxEnd

PollenPoMC | o | 1seatenos | & + | 15018204 | 95 4354 NA_024115 GMAPS - | 150322462 | 10320880
e C | o7 | 1somawe | @ + | 1s0ate151 a2 4354 NA_024115 GIMAPS - 150322463 | 150228680
m%"m che | 126012000 | @ + | 126012288 | 178 intron NM_003129 soLE + 126010719 | 126024525
PallenPeMC | o | 7easemss | @ — | 7e3seras | 20 18011 NR_0a1678 MIAS48H - 78118511 | 78a3a7as
Faem e C | o | tozsoss | @ + | 10251300 | as7 axcn NM_004235 KLF4 - toze7ize | 110252047
e " | cha | 1essecsio | 3 | - | 1zsseoras [ 7 intron NM_006195 PEXa + | 128500816 | 128720855
PRUEPEMC | chra | tazissasz | @ - | 1221ee350 | 102 64486 NR_038955 | LOC + 122275965
FRlemrevC| o | 2ssea | @ + | 25308241 | 124 11616 NM_004350 AUNXa - 25026001 | 25281501
PRERPMC | oot | asmoen | @ + | asemzree | wn 2810 NM_001136537 | BTED18 + asoTarsa | as27eson
PetlentPoMC | oot | seeses20 | @ + | scoseste | sa intron NM_015268 ZCCHEH - 52888947 | 53016762
PRENPEMC | onet | 151015408 | & + | 15101887 | 181 intron NM_138278 BNIPL + | 151008028 | 151020078
PReMPSMC | oont | 1essosres | o - | 198508838 | 151 intron NM_132262 ATPEVIGS - | tesaseast | 1sesr0075
PRlenPoMC | oo | 223amee23 | & + | 2cazeamma | a5a7 NM_017982 suspa - | 223304160 | 22358758
Petlent PEMC | onrt | 2ss00m21 | = - | 23800018 | 35 intron NM_000081 LysT - | 2ase24344 | 238030220
PRERtPEMC | onet1 | esswrest | @ - | easirase | 282 intron NM 001163286 | MARK2 + a606ase | 6aE7EdS2
PRlenoeMC | aoen | s | & — | 7i7as2ss | 3 intron NM_00E185 NUMA1T - 7maste | 7i7ets73
Pallen PSMC | enen | mersisss | @ - | vemizor | 158 intron NM_025164 sKa - 116714117 | 116968983
PRlePSMC | chent | ttetosses | @ - | 1otoses2 | &2 intron NM_005188 caL + | 1mo7esss | 11a17ssse
PRUENPEMC | onrtz | 1i20si7se | @ - | 1z0ai78a | 22 intron NM_002873 ATXNZ - 111880017 | 112037480
mmeuc chri2 | 1240m0858 | ¥ - | 124080401 | 157 ntran NM_008815 T™ED2 + 124069075 | 124082888
mmguc chri2 | 124207884 | % + | 124007888 | s ntran NM_012463 ATPEVOA2 + 124196864 | 124246301
e | coria | 2a0s013 | ¥ | - | 22004%8s [ 28 28793 NM_001344 DAD? - | 20033808 | 23088143
PRtentPeC | ohrie | esrees | @ + 84174730 [ ntron NM_030791 SGPP1 - 64150034 | 64194756
FRLemPeC | ora | eatrases | @ - | esrmas0 % ntron NM_030781 SGPP1 - €4150834 | 64134756
PRUBMPEMC | orts | aassessa | = + | azaeerre | w7 1408 NM_174916 usA1 - 42035007 | 4azsazes
PRtentPeMC | ohris | sssezree | @ - | asezezr | w45 ntron NM_001145112 PATL2 - 44057929 | 44060086
PRtentPEMC | ohris | sssezrez | @ - | 44962642 128 ntron NM_001145112 PATL2 - 44057920 | 44960086
PatemPSMC | enrte | ass20a0 | @ + 3892058 2 intron NM_004380 CREBEP - a775056 | asa0it

Patlen oC | onrte | sesscez0 | & - | seoszsee | = 2858 NM_001126107 |  SLC12A3 + 56809118 | 56849762
PetlentPEMC | ohei7 | 7asaroe | @ + 7353833 127 intron NM_000747 CHRNG1 + 7348405 | 7asez

PRUEREPEMC | oner7 | 7e7asses | & + | 7e7asoze 04 intron NM_020761 APTOR + 78518624 | 78940173
PRllen M | onrr7 | 7os00ezs | & + | 7esommz | 183 104 NM_000818 P4HB - 78801033 | 79818544




Supplementary Dataset S1

Integration Stte (b} Breakpoint Nearest Gene (c)
Intron/Exon/
sample(s) | chr Site TR site | Distance | Distance(d) | ReferenceiD Name Strand |  TxStart TxEnd

Pee e | ooria | visssss | w 1185061 % 10672 NM_001100122 saND2 1107632 1174282

P e C | chris | wssae | @ 10564221 118 intran NM_001243121 PDE4A 10827448 | 10580307
PRUENPEMC | ohrig | 14sessas | @ 14500024 8 axcn NM_001146683 | LOC100130932 14568757 | 14800680
PRUEMPSMC | ohrte | asossnss | asossses | 138 intran NM_007181 MAP4K1 20078280 | 29108843
FRlERPMC | onrta | dgmames2 | 48749432 | 140 ntran NM_014359 CARDE sE7Hiad2 | 4e7sezna
PRUENtPEMC | chrig | swt2s0s | sigizar7 | 172 289 NM_001171160 |  SIGLEC1D 51613274 | 61821067
mg’;lgf"c chria | Gazersi0 | @ 5a267657 147 axon NM_173632 INFT76 58256163 | 54269527
PRlenPMC | owz | sussssm | 64433901 & 1214 NA_033837 | NCRNAO0308 saaizzi2 | saszeie
FRlemPeMC| oz | eusssm | @ 64dz3305 | 62 1214 NA_033837 | NCRNAOD308 sasiz212 | easzeie
PRtemPeMC | cnrzz | 2messas | 196784 | 160 ntron NM_002650 PI4KA 21061878 | 21213070
PRUentPEMC | crze | acsirio | 30312612 %a ntron NM_021080 MTMRZ 30279157 | 30426857
PatenieMC | owa | tazesie | 14229608 84 ntron NM_014483 LsM2 14220227 | 14220869
FRenPEMC | o | assamizs | 38411204 78 ntron NM_175737 KB 3ss08472 | 3845188
e | cres | tarasazia | ¥ 147398517 | a4 ntron NM_001029988 |  SLC10AT 147175136 | 147443123
Pt e | ch | tarasazia | ¥ 147300208 85 ntron NM_001029988 |  SLC10A7 WTIT5136 | 147443123
PRleMPEMC | onws | 1o2s0047 | 102500482 | 285 ntron NM_016218 PPIPSK2 102465256 | 102538808
PRUEMPEMC | ows | araseer | 37920235 a7 ntron NM_021843 ZFAND2 ar7e7a08 | as122309
Pellent PEMC | oo | tamsasss | 1at16aza0 |  1aa ntron NM_001431 EPBAIL2 131160487 | 131281623
mg’z',gf”c ché | 1aserozz2 | @ 130260828 | 444 ntron NM_031822 REPS1 120226619 | 139308298
FRtenPSMC | o | 7eteorer | @ 79160768 | 29 80273 NA_038345 | LOC100505881 7082272 | 78100524
FRlemreC| o | ssseress | @ 98067560 | 108 3803 NM_008409 ARPCIA 98923495 | 08963885
Pt e C | o | 12esee4ss | ¥ 1205866808 | 154 ntron NM_001202488 UBE2H 129470572 | 128592800
PRUENIPEMC | o | tas7sesoz | ¥ 139756561 43 ntron NM_022750 PARP12 129723548 | 138763521
PRUEMPEMC | e | tae7sssez | @ 139758545 |  4a ntron NM_022750 PARP1Z 139723548 | 1ae7e3s2t
PRenPMC | ows | omasest | = oTsdsars | 22 ntron NM_0z2823 Ceorta a7488950 | 67840500
PRePeMC | one | toesoss | @ 110250477 | 34 axon NM_004235 KLF4 110247132 | 110252047
Pate e e | chra | tapsemaz | ¥ 130827348 84 ntron NM_197966 NAIF1 130823511 | taos29590
FatemieC | e | 1sesses | @ 131244582 | 99 intran NM_153438 oDF2 1mzi7a33 | 131257118

(2) Sourca and date (mantn/year) of sampia
(b) Note that &' and & LTRs &t the same site differ by § bases

(c) from ng 19

(d) It not In gene, shows distance to the nearast gene
() Unknown. These sequences could not be mapped because they wera presant muitiple imes In e ganome highlight denotes AMBI-1 integrant.







