
Table S6. Details of modern-day populations used for comparison. 
 Mt Y  Mt Y 
Africa     Europe   
Algeria 1, 2 1, 3 Albania 2 81, 82 
Angola 4, 5 4 Austria 83, 84 - 
Angola, Cabinda 6 6 Balkans 85 - 
Benin 7 7, 8 Bielorussia 147 - 
Burkina Faso 9 9, 10 Bosnia 86 82 
Cameroon 11, 12 8, 13 Bulgaria 87 88 
Central African Republic 11 - Croatia  2 82 
Chad  14, 15 - Cyprus 89 - 
Chad Lake  16 - Czech 2, 90 - 
Egypt Berbers   17 - Estonia 85 - 
Egypt    18, 19, 20, 21 1, 8, 19 France 85, 91, 92 93, 94, 95, 96 
Ethiopia 22, 23, 24, 25 10, 26 Southern France 2 97 
Gabon 11 13, 27 Basques (France)  2, 98 76 
Ghana 28, 29 28 Germany 84, 99, 100, 101 102 
Guinea Bissau 30, 31 32 Greece (Aegean islands) 2 103 
Ivory Coast 7 7 Greece 2, 89 103, 104 
Kenya 25, 33, 34 8, 10 Hungaria 2, 105 106 
Libya 35, 36 1 Center Italy  2, 107, 108 109, 110 
Mali 37 38 Northern Italy  2, 108 103, 111 
Mauritania 37, 39 - Southern Italy  2, 112 76, 113 
Morocco 39, 40, 41, 42, 43, 44 1, 45, 46 Lithuania 114 - 
Morocco Berbers 17 47 Macedonia  2, 115, 116 82 
Mozambique 14, 48 - Netherlands  2 - 
Namibia 49 - Poland 2, 117, 118 102 
Nigeria 15, 28 13 Portugal 119, 120 121, 122, 123 
Sahel 50, 51 51, 52 Romania 84, 116, 124 - 
Senegal   2, 53 26 Sicily  2, 125 76, 94, 126 
Sierra Leone 54 - Sardinia  2 94, 127 
Somalia 24, 55 56 Slovakia 85, 128, 129 102 
South Africa 57 - Slovenia 86 - 
Sudan 24 38 Spain  2, 130 122, 123, 131 

Tunisia  2, 42, 58 1, 59 Southern Spain 
(andalusia)  2 45, 46, 76, 122, 

123 
Western Sahara 39 46 Northern Spain 132 - 
zambia 60 10 Basques (Spain)  2, 133 46, 76, 123, 131 
zimbabwe 61 - Galicia 134 123, 135  
   Ukraine 2 136 
       

Middle East   Caucasus     
Arabian Peninsula  2, 62, 63 - Adygei  137 - 
Yemen 22, 23, 64, 65 66 Armenia 138 139 
Druze 2, 67 - Azerbaidjan 138, 140 141 
Dubai 68 66 Dagestan  142 143 
Iraq 2, 69, 70 56 Georgia 140, 144, 145  
Jordania 62, 71, 72 73    
Saudi Arabia 63 -    
Turkish 62, 74, 75 56, 76, 77    
Iran 78, 79 -    
Syria 62, 71 -    
Oman 65 8    
Lebanon 62, 71 76, 80    
Palestinia 71 -    
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