
We investigated the clustering consistency over the complete ranges of T and F. The results 

regarding dDDH and ANIb are shown in the following figures. At the relevant thresholds 

established for the delimitation of subspecies (0.02454), species (0.03611) and the eight 

phylogenetic groups (0.13292), dDDH yielded mean consistency values of 1, 1 and 0.989, 

respectively (rounded to three decimal places). ANIb yielded slightly lower values, that is, with 

respect to the distance thresholds for species (0.05) and the phylogenomic groups (0.152), a mean 

clustering consistency of 0.997 and 0.952, respectively. All of the previously reported highest 

mean consistency values were found under an F measure of 0.5 (i.e., average-linkage clustering). 

 

The triplet consistency was also assessed regarding dDDH and ANIb and is depicted below the 

clustering consistency in the following plots. For dDDH and with respect to the species and 

subspecies thresholds all triplets were consistent and only the threshold for the eight phylogenetic 

groups yielded a reduced triplet consistency of about 0.825. Regarding ANIb, the triplet 

consistency was significantly lower at both the thresholds for species delineation and the eight 

phylogenetic groups: 0.666 and 0.755, respectively. 

 



 



 


