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Figure S5
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hsa-mir-7CDR1 circRNA
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5’-UG U GGAUUUC UUUG UGAA UCACAA -3’
1 2       9    13   17. .       .    .    . 

hsa-mir-876CDR1 circRNA :

 

5’-AC A GCUGGUG UUGU GAAU CAGGCCG -3’
1 2       9    13   17. .       .    .    . 

mmu-mir-138Sry circRNA
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