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L PDB header:protein transport
. 15 Chain: T: PDB Molecule:protein prah;

PDBTitle: three-dimensional model of salmonella's needle complex
at2 subnanometer resolution
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PDB header:transport protein
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Template Information

PDB header:protein transport
. . Chain: A: PDB Molecule:escj;

1 Clyizh, Alignment 21 ppBTitle: crystal structure of enteropathogenic e.coli (epec) type iii
secretion2 system protein escj
PDB header:protein transport

: . Chai : PDB Molecule:protein prgh;

22 R Alignment 16 ppBTitle: three-dimensional model of salmonella's needle complex

at2 subnanometer resolution
- PDB header:dna binding protein

3 c2gsfX_ Alignment 23 Chain: X: PDB Molecule:uv excision repair protein rad23;
PDBTitle: crystal structure of the rad4-rad23 complex
PDB header:transport protein

4 c3uz0A_ Alignment 20 Chai : PDB Molecule:stage iii sporulation protein ah;
PDBTitle: crystal structure of spoiiiah and spoiiqg complex
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