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Optimal number of modules
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Modularity score
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Highest modularity score for each method and tumor type
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GS: Gold-standard from Pathway Commons 

0.
01

2
0.

01
4

0.
01

6
0.

01
8

0.
02

0

ar
ea

M
at

2[
, 1

]

●

●

●

●

●

●

●

●

●

●

●

●

●

aracne_a
aracne_m
clr
elasticnet
genenet
glasso
lassonet
mrnet
pearsonCor
plsnet
ridgenet
simpleParCor
spearmanCor

a. b. 

c. d. 

e. f. 

g. h. 


