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Aspartate/methionine/tyrosine aminotransferase

Catechol 2,3−dioxygenase or other lactoylglutathione lyase family enzyme

Galactokinase

NAD(P)−dependent dehydrogenase, short−chain alcohol dehydrogenase family

Alpha−glucosidase, glycosyl hydrolase family GH31

Xylose isomerase

Formate hydrogenlyase subunit 6/NADH:ubiquinone oxidoreductase 23 kD subunit (chain I)

Enoyl−[acyl−carrier−protein] reductase (NADH)

Biotin carboxyl carrier protein

Carbamoylphosphate synthase large subunit

Succinate dehydrogenase/fumarate reductase, Fe−S protein subunit

7−keto−8−aminopelargonate synthetase or related enzyme

Na+−transporting NADH:ubiquinone oxidoreductase, subunit NqrF

Glycine/serine hydroxymethyltransferase

Outer membrane cobalamin receptor protein

Outer membrane receptor for ferrienterochelin and colicins

Outer membrane receptor proteins, mostly Fe transport

Malate/lactate dehydrogenase

Tartrate dehydratase beta subunit/Fumarate hydratase class I, C−terminal domain

Tartrate dehydratase alpha subunit/Fumarate hydratase class I, N−terminal domain

Transketolase

Succinate dehydrogenase/fumarate reductase, flavoprotein subunit

Methylmalonyl−CoA mutase, C−terminal domain/subunit (cobalamin−binding)

Methylmalonyl−CoA mutase, N−terminal domain/subunit

Tryptophanase

Ferritin

Glutamate or tyrosine decarboxylase or a related PLP−dependent protein

Na+−transporting NADH:ubiquinone oxidoreductase, subunit NqrA

Malonyl CoA−acyl carrier protein transacylase

Acyl carrier protein

Malic enzyme

Lactate dehydrogenase or related 2−hydroxyacid dehydrogenase

Phosphoribosylcarboxyaminoimidazole (NCAIR) mutase

Acetyl−CoA carboxylase, carboxyltransferase component

Archaeal/vacuolar−type H+−ATPase subunit B/Vma2

Pyruvate/oxaloacetate carboxyltransferase

Glycosidase

Branched−chain amino acid aminotransferase/4−amino−4−deoxychorismate lyase

6−phosphofructokinase

Aspartate−semialdehyde dehydrogenase

AICAR transformylase/IMP cyclohydrolase PurH

Triosephosphate isomerase

Glucan phosphorylase

Phosphomannomutase

3_−phosphoadenosine 5_−phosphosulfate sulfotransferase (PAPS reductase)/FAD synthetase or related enzyme

Glucose−6−phosphate isomerase

Fructose/tagatose bisphosphate aldolase

Phosphoserine aminotransferase

Phosphoenolpyruvate carboxykinase, ATP−dependent

Aspartate ammonia−lyase

DNA−binding ferritin−like protein (oxidative damage protectant)

Alcohol dehydrogenase YqhD, Fe−dependent ADH family

Glycerol dehydrogenase or related enzyme, iron−containing ADH family

Phosphoheptose isomerase

Aspartate/tyrosine/aromatic aminotransferase

Autonomous glycyl radical cofactor GrcA

Catalase (peroxidase I)

ABC−type oligopeptide transport system, periplasmic component

Mannitol−1−phosphate/altronate dehydrogenases

2_,3_−cyclic−nucleotide 2_−phosphodiesterase/5_− or 3_−nucleotidase, 5_−nucleotidase family

Uracil phosphoribosyltransferase

Alkaline phosphatase

Phosphotransferase system IIA component

Dihydroorotase or related cyclic amidohydrolase

Threonine dehydrogenase or related Zn−dependent dehydrogenase

3−hydroxyisobutyrate dehydrogenase or related beta−hydroxyacid dehydrogenase

Transaldolase

Phosphotransferase system cellobiose−specific component IIC

Phosphotransferase system cellobiose−specific component IIB

Beta−glucosidase/6−phospho−beta−glucosidase/beta−galactosidase

Phosphotransferase system cellobiose−specific component IIA

S−adenosylmethionine synthetase

Acylphosphatase

Phosphotransferase system, mannose/fructose/N−acetylgalactosamine−specific component IID

Sugar kinase of the NBD/HSP70 family, may contain an N−terminal HTH domain

Acetyl/propionyl−CoA carboxylase, alpha subunit

Phosphotransacetylase

N−acetylglucosaminyl deacetylase, LmbE family

Periplasmic beta−glucosidase and related glycosidases

Na+−transporting methylmalonyl−CoA/oxaloacetate decarboxylase, beta subunit

Enolase

6,7−dimethyl−8−ribityllumazine synthase (Riboflavin synthase beta chain)

Alpha−galactosidase/6−phospho−beta−glucosidase, family 4 of glycosyl hydrolase

Ni,Fe−hydrogenase I large subunit

Alanine dehydrogenase

Acyl−CoA hydrolase

FoF1−type ATP synthase, alpha subunit

Sugar phosphate isomerase/epimerase

Pyruvate kinase

Adenylosuccinate synthase

Ketol−acid reductoisomerase

3−phosphoglycerate kinase

NADPH:quinone reductase or related Zn−dependent oxidoreductase

N−Dimethylarginine dimethylaminohydrolase

Spermidine synthase

ABC−type Fe3+ transport system, periplasmic component

Nicotinamidase−related amidase

FoF1−type ATP synthase, beta subunit

Benzoyl−CoA reductase/2−hydroxyglutaryl−CoA dehydratase subunit, BcrC/BadD/HgdB

4−Hydroxy−3−methylbut−2−enyl diphosphate reductase IspH

Flavodoxin

Rubredoxin

Electron transfer flavoprotein, alpha subunit

Acyl−CoA dehydrogenase related to the alkylation response protein AidB

Electron transfer flavoprotein, alpha and beta subunits

ABC−type xylose transport system, periplasmic component

Tripartite−type tricarboxylate transporter, receptor component TctC

Succinyl−CoA synthetase, alpha subunit

Phosphoenolpyruvate carboxykinase, GTP−dependent

Kynurenine formamidase

ABC−type phosphate/phosphonate transport system, periplasmic component

ABC−type amino acid transport system, permease component

Carboxysome shell and ethanolamine utilization microcompartment protein CcmL/EutN

Acetylornithine deacetylase/Succinyl−diaminopimelate desuccinylase or related deacylase

Ornithine carbamoyltransferase

Phosphoglycerate dehydrogenase or related dehydrogenase

Glycogen synthase

Glutamine synthetase type III

ABC−type branched−chain amino acid transport system, periplasmic component

ABC−type amino acid transport/signal transduction system, periplasmic component/domain

Enoyl−CoA hydratase/carnithine racemase

3−hydroxyacyl−CoA dehydrogenase

Acetyl−CoA acetyltransferase

Glutamine synthetase

Isocitrate dehydrogenase

Aconitase A

Pyruvate−formate lyase

Acetate kinase

Alcohol dehydrogenase, class IV

ABC−type Fe3+/spermidine/putrescine transport systems, ATPase components

ABC−type glycerol−3−phosphate transport system, periplasmic component

Phosphotransferase system, HPr and related phosphotransfer proteins

ABC−type sugar transport system, periplasmic component, contains N−terminal xre family HTH domain

FoF1−type ATP synthase, gamma subunit

Hydroxylamine reductase (hybrid−cluster protein)

CO dehydrogenase/acetyl−CoA synthase delta subunit (corrinoid Fe−S protein)

CO dehydrogenase/acetyl−CoA synthase alpha subunit

CO dehydrogenase/acetyl−CoA synthase beta subunit

DNA−binding transcriptional regulator, MocR family, contains an aminotransferase domain

Glycerol kinase

Butyrate kinase

Cytidylate kinase

IMP dehydrogenase/GMP reductase

Adenylosuccinate lyase

NADPH−dependent glutamate synthase beta chain or related oxidoreductase

Phosphoribosylaminoimidazole−succinocarboxamide synthase

Phosphoenolpyruvate synthase/pyruvate phosphate dikinase

Phosphoenolpyruvate−protein kinase (PTS system EI component in bacteria)

ABC−type nitrate/sulfonate/bicarbonate transport system, periplasmic component

ADP−glucose pyrophosphorylase

Adenylate kinase or related kinase

ABC−type phosphate transport system, periplasmic component

ABC−type phosphate transport system, ATPase component

Argininosuccinate synthase

Galactose−1−phosphate uridylyltransferase

L−fucose isomerase or related protein

Rubrerythrin

Sugar or nucleoside kinase, ribokinase family

Glyceraldehyde−3−phosphate dehydrogenase/erythrose−4−phosphate dehydrogenase

Dihydroorotate dehydrogenase

Archaeal IMP cyclohydrolase

Phosphoketolase

Fe2+ transport system protein B

Acyl−CoA reductase or other NAD−dependent aldehyde dehydrogenase

Formyltetrahydrofolate synthetase

Fe2+ transport system protein FeoA

Glutamate dehydrogenase/leucine dehydrogenase

Ferredoxin

Pyruvate:ferredoxin oxidoreductase or related 2−oxoacid:ferredoxin oxidoreductase, gamma subunit

Pyruvate:ferredoxin oxidoreductase or related 2−oxoacid:ferredoxin oxidoreductase, beta subunit

Pyruvate:ferredoxin oxidoreductase or related 2−oxoacid:ferredoxin oxidoreductase, alpha subunit

Figure S1. Bacterial genera and expressed enzymes involved in metabolism.


