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Table 1. Characteristics and mark number of chosen patients

mark number age gender Ficat stage GCs use history
GCs 1* 28 female II yes
Con 1* 32 female I no
GCs 2 46 male II yes
Con2 48 male I no
GCs 3 39 male I yes
Con3 35 male III no
GCs 4 31 male I yes
Con4 27 male II no
GCs 5 45 female v yes
Con5 46 female v no
GCs 6 36 male I yes
Con 6 37 male 111 no

* means GCs Group patient 1 and Control Group patient 1, and so on.



Table 2. RT-PCR Oligonucleotide Primers

RNA name Primer sequence 5°'—3°

- Actin Forward GTCCACCGCAAATGCTTCTA
B-Actin Reverse TGCTGTCACCTTCACCGTTC
SMAD?3 Forward CCTCTCCAGCAATAATCCGAA
SMAD?3 Reverse TGCCCAATTTTCTTTACCAGT
SMAD4 Forward ACTTGGCATCTCTACATTGTCC
SMAD4 Reverse GCCACATCTATTTTGCTTGCT
RUNX2 Forward GGACGAGGCAAGAGTTTCAC

RUNX?2 Reverse GAGGCGGTCAGAGAACAAAC




Table 3. Different expression of miRNAs between sample GCs1 and Con 1

ProbeSetID GCs1 GCsl.cal Conl Conl.call Ratio Ratio.call

24 miRN As overexpression in GCs 1 MSCs

hsa-miR-1207-5p st  88.48672 P 40.86261 P 2.1655 P
hsa-miR-125a-3p st 79.44888 P 33.82151 P 2.3491 P
hsa-miR-1268 st 122.9203 P 51.15377 P 2.403 P
hsa-miR-1268b_st 104.0176 P 51.75887 P 2.0097 P
hsa-miR-1275 st 376.8623 P 144.6312 P 2.6057 P
hsa-miR-1307_st 340.3954 P 158.3513 P 2.1496 P
hsa-miR-138-1-star st 288.178 P 64.76934 P 4.4493 P
hsa-miR-138 st 3124.454 P 798.2524 P 3.9141 P
hsa-miR-1587 st 18.27409 P 7.309891 P 2.4999 P
hsa-miR-23a-star st ~ 256.4548 P 69.45473 P 3.6924 P
hsa-miR-25-star_st 18.09319 P 7.685211 P 2.3543 P
hsa-miR-3138 st 10.13937 P 2.18684 A 4.6365 P
hsa-miR-3141 st 149.2077 P 63.35411 P 2.3551 P
hsa-miR-3909 st 8.134102 P 3.663411 P 2.2204 P
hsa-miR-4298 st 519.0026 P 204.6377 P 2.5362 P
hsa-miR-4304 st 66.17074 P 13.61831 P 4.859 P
hsa-miR-4443 st 123.7881 P 58.70681 P 2.1086 P
hsa-miR-4487 st 25.30063 P 7.805188 P 3.2415 P
hsa-miR-543 st 6.484666 P 3.168579 P 2.0466 P
hsa-miR-615-5p st 8.406401 P 3.925661 A 2.1414 P
hsa-miR-671-3p_st 28.62154 P 13.05424 P 2.1925 P
hsa-miR-770-5p_st 5.911391 P 2.71108 A 2.1805 P
hsa-miR-92a-1_st 6.98929 P 3.457691 A 2.0214 P
hsa-miR-941 st 11.43651 P 3.275517 A 3.4915 P
50 miRNAs underexpression in GCs 1 MSCs

hsa-let-7i-star_st 2.109525 A 6.109076 P 0.3453 P
hsa-miR-1231 st 3.046926 A 10.18689 P 0.2991 P
hsa-miR-124 st 2.627133 A 35.00599 P 0.075 P
hsa-miR-125b-2-star st 2.482835 A 6.993793 P 0.355 P
hsa-miR-1270 st 2.263109 A 4.773544 P 0.4741 P
hsa-miR-151-3p_st 13.52336 P 30.73665 P 0.44 P
hsa-miR-152_st 60.80596 P 122.6588 P 0.4957 P
hsa-miR-154 st 2.110948 A 4.677903 P 0.4513 P
hsa-miR-181a_st 167.1619 P 375.215 P 0.4455 P
hsa-miR-1908 st 272.2883 P 557.9352 P 0.488 P
hsa-miR-195 st 5.597762 P 15.59494 P 0.3589 P
hsa-miR-196b_st 2.253664 P 7.23118 P 0.3117 P
hsa-miR-214-star st 3.530133 P 17.43221 P 0.2025 P
hsa-miR-224-star st  6.469038 P 17.40992 P 0.3716 P



hsa-miR-2277-3p st
hsa-miR-3180-3p st
hsa-miR-3185 st
hsa-miR-3188 st
hsa-miR-3195 st
hsa-miR-3196 st
hsa-miR-3197 st
hsa-miR-31 st
hsa-miR-331-3p st
hsa-miR-34a st
hsa-miR-34c-3p st
hsa-miR-34c-5p_st
hsa-miR-3615 st
hsa-miR-3622a-5p st
hsa-miR-3663-3p st
hsa-miR-409-5p st
hsa-miR-4286 st
hsa-miR-4317 st
hsa-miR-4321 st
hsa-miR-4465 st
hsa-miR-4486 st
hsa-miR-4497 st
hsa-miR-4498 st
hsa-miR-4532 st
hsa-miR-4634 st
hsa-miR-4665-5p st
hsa-miR-4674 st
hsa-miR-4695-3p st
hsa-miR-4721 st
hsa-miR-4730 st
hsa-miR-4734 st
hsa-miR-4745-5p st
hsa-miR-484 st
hsa-miR-887 st
hsa-miR-943 st
hsa-miR-99a st

7.726739
7.582824
106.2435
3.904307
33.32552
975.9194
5.765062
1007.72
3.451929
73.11859
16.26691
2.90753
5.166142
3.535996
57.63831
3.618925
4.582221
5.563763
2.554576
2.228638
13.48293
7028.993
4.042892
85.71832
12.24729
19.76414
95.18689
3.23268
18.05624
4.221957
255.0684
334.6163
2.283751
9.241057
3.195108
42.46676

R I - S VR R I I VI VI R R S I V. S S R R I I T N S R R R S VT VI S R R

17.61835
21.36118
219.8447
7.862194
127.4547
2004.934
16.53351
2057.169
7.873329
191.0961
43.60644
16.55114
12.27675
7.634859
154.0791
8.895913
10.22683
11.33158
5.678205
4.864153
48.83792
26263.59
8.54569
273.8879
36.28807
40.56366
244.3705
8.992185
48.95474
12.20957
531.2877
670.5026
5.807216
20.14201
7.02274
113.5987

O ~~vv~Y~wwwvwvwvw9YwvwwwvYww”wwvwYwwwwYwwWwYWwYTTTYTYTTTTTT T T

0.4386
0.355
0.4833
0.4966
0.2615
0.4868
0.3487
0.4899
0.4384
0.3826
0.373
0.1757
0.4208
0.4631
0.3741
0.4068
0.4481
0.491
0.4499
0.4582
0.2761
0.2676
0.4731
0.313
0.3375
0.4872
0.3895
0.3595
0.3688
0.3458
0.4801
0.4991
0.3933
0.4588
0.455
0.3738
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Table 4. Different expression of miRNAs between sample GCs2 and Con 2

ProbeSetID GCs2 GCs2call Con2 Con2.call Ratio Ratio.call

52 miRNAs overexpression in GCs 2 MSCs

hsa-miR-1228-star st 209.8376 P 99.4548 P 21099 P
hsa-miR-1231 st 0963836 P 3.018058 A 33014 P
hsa-miR-1909 st 1648049 P 7495262 P 21988 P
hsa-miR-1915 st 1456.104 P 6154554 P 23659 P
hsa-miR-210 st 605.955 P 2782881 P 21774 P
hsa-miR-214 st 5680.75 P 2634234 P 21565 P
hsa-miR-2861 st 1044.837 P 4403198 P 23729 P
hsa-miR-3124-5p st ~ 6.097641 P 2813545 A 21672 P
hsa-miR-3180-3p st  10.76487 P 4.992606 P  2.1562 P
hsa-miR-3180_st 11.8036 P 4123191 A 28627 P
hsa-miR-3185 st 1923462 P 6958349 P 27643 P
hsa-miR-3188 st 11.78586 P 2559243 A 46052 P
hsa-miR-3195 st 4180313 P 4995592 P 8.368 P
hsa-miR-3196 st 996.6777 P 4219544 P 23621 P
hsa-miR-34c-3p st 2672535 P 6503896 P 41091 P
hsa-miR-3615 st 1796207 P 6923045 P 25945 P
hsa-miR-3621 st 39.37968 P 164656 P 23916 P
hsa-miR-3648_st 2229397 P 1077479 P 20691 P
hsa-miR-3663-3p st ~ 74.37399 P 3454029 P 21533 P
hsa-miR-3665 st 6731312 P 2774795 P 24259 P
hsa-miR-3940-5p st  506.6394 P 2139685 P 23678 P
hsa-miR-3960 st 5808.405 P 2591711 P 22411 P
hsa-miR-4281 st 2244868 P 69.12266 P 32477 P
hsa-miR-4324 st 1520699 P 7.268849 P 20921 P
hsa-miR-4436b-5p st 2222273 P 5895072 P 3.7697 P
hsa-miR-4466_st 1721334 P 7154944 P 24058 P
hsa-miR-4467 st 2561971 P 9811595 P 26112 P
hsa-miR-4486 st 60.03091 P 11.10027 P 54081 P
hsa-miR-4497 st 8002426 P 2573851 P 34588 P
hsa-miR-4505 st 8444164 P 2557227 P 33021 P
hsa-miR-4507 st 5560133 P 2138451 P 26001 P
hsa-miR-4516_st 1287.78 P 5768301 P 22325 P
hsa-miR-4532_ st 1245749 P 4659902 P 26733 P
hsa-miR-4634 st 3747656 P 5174047 A 72432 P
hsa-miR-4649-5p st 30.64105 P 1442561 P 21241 P
hsa-miR-4651 st 1265477 P 4681691 P 2.703 P
hsa-miR-4674 st 2373726 P 1051655 P 22571 P
hsa-miR-4689 st 4034288 P 1877866 P 2.1483 P
hsa-miR-4695-5p st~ 54.45475 P 21.09485 P 25814 P



hsa-miR-4707-5p st ~ 249.3134 P 80.46018 P 3.0986 P
hsa-miR-4721 st 29.12842 P 7.693567 P 3.7861 P
hsa-miR-4734 st 310.225 P 114.2007 P 2.7165 P
hsa-miR-4741 st 78.20836 P 30.63719 P 2.5527 P
hsa-miR-4745-5p st  499.0054 P 241.2746 P 2.0682 P
hsa-miR-4758-5p st  39.37746 P 18.78168 P 2.0966 P
hsa-miR-4763-3p st  441.8569 P 176.2371 P 2.5072 P
hsa-miR-4800-3p st 8.727445 P 3.074457 P 2.8387 P
hsa-miR-483-5p st 15.14517 P 6.621949 P 2.2871 P
hsa-miR-485-5p st 21.79527 P 9.208059 P 2.367 P
hsa-miR-491-5p st 42.57394 P 16.30896 P 2.6105 P
hsa-miR-708_st 292.4446 P 122.4945 P 2.3874 P
hsa-miR-762 st 631.2592 P 238.0936 P 2.6513 P
35 miRNAs underexpression in GCs 2 MSCs

hsa-miR-106b-star st 36.45475 P 113.9353 P 0.32 P
hsa-miR-106b_st 128.9556 P 261.4259 P 0.4933 P
hsa-miR-1246 st 17.16216 P 39.52103 P 0.4343 P
hsa-miR-17-star_st 2.544924 A 7.100518 P 0.3584 P
hsa-miR-181d_st 2.173367 P 5.54943 P 0.3916 P
hsa-miR-1972_st 3.392031 A 20.15873 P 0.1683 P
hsa-miR-20b_st 6.378437 P 13.41755 P 0.4754 P
hsa-miR-212_st 7.514286 P 15.20402 P 0.4942 P
hsa-miR-25-star_st 12.36935 P 30.95476 P 0.3996 P
hsa-miR-25 st 9.053917 P 33.29024 P 0.272 P
hsa-miR-29b-1-star st 10.73585 P 41.65932 P 0.2577 P
hsa-miR-29b st 2.845495 P 5.839915 P 0.4872 P
hsa-miR-30a_st 6.257889 P 16.1631 P 0.3872 P
hsa-miR-3197 st 9.293846 A 34.98965 P 0.2656 P
hsa-miR-3613-5p st  5.168764 P 12.79643 P 0.4039 P
hsa-miR-3651 st 22.4279 P 45.62141 P 0.4916 P
hsa-miR-378-star_st 2.8011 A 7.060409 P 0.3967 P
hsa-miR-378c_st 7.98418 P 19.06822 P 0.4187 P
hsa-miR-382 st 24.13431 P 55.63332 P 0.4338 P
hsa-miR-3972 st 4.934426 A 13.37248 P 0.369 P
hsa-miR-4304 st 12.38962 P 35.78807 P 0.3462 P
hsa-miR-4443 st 61.11358 P 135.1194 P 0.4523 P
hsa-miR-4487 st 5.015908 P 12.25874 P 0.4092 P
hsa-miR-486-3p_st 3.731085 P 9.232656 P 0.4041 P
hsa-miR-487b st 25.42496 P 62.64977 P 0.4058 P
hsa-miR-497 st 2.343576 A 5.085016 P 0.4609 P
hsa-miR-505-star_st 14.99481 P 37.00866 P 0.4052 P
hsa-miR-551b-star st~ 2.747215 A 5.542988 P 0.4956 P
hsa-miR-625 st 7.300247 P 15.19625 P 0.4804 P
hsa-miR-629-star st 3.287994 P 8.943404 P 0.3676 P



hsa-miR-652 st
hsa-miR-720 st
hsa-miR-766 st
hsa-miR-92a-1 st
hsa-miR-93-star st

14.10784
9.333636
2.386085
5.019529
12.68089

o> U

31.74179
21.96447
5.80447
13.17309
27.21088

v U v

0.4445

0.4249

0.4111
0.381
0.466

T T T T T




Table 5. Different expression of miRNAs between sample GCs3 and Con 3

ProbeSetID GCs3 GCs3.call Con3 Con3.call Ratio Ratio.call

21 miRNAs overexpression in GCs 3 MSCs

hsa-miR-127-3p st 1049.455 P 505.2288 P 2.0772 P
hsa-miR-127-5p st 14.44282 P 2.746511 A 5.2586 P
hsa-miR-193a-3p st  14.49871 P 7.061127 P 2.0533 P
hsa-miR-299-3p st 13.2114 P 4.505029 P 2.9326 P
hsa-miR-3180-3p st  11.35838 P 4.723107 A 2.4049 P
hsa-miR-335 st 3.776224 P 1.712869 A 2.2046 P
hsa-miR-3609 st 7.699952 P 3.440807 P 2.2378 P
hsa-miR-3613-5p st  22.05914 P 4.51425 P 4.8866 P
hsa-miR-409-3p_st 189.09 P 88.53043 P 2.1359 P
hsa-miR-409-5p_st 14.70197 P 7.32889 P 2.006 P
hsa-miR-431-star st  6.134541 P 2.6926 A 2.2783 P
hsa-miR-431 st 44.1214 P 18.47458 P 2.3882 P
hsa-miR-4484 st 66.98244 P 27.87196 P 2.4032 P
hsa-miR-483-5p st 48.34686 P 12.2995 P 3.9308 P
hsa-miR-493 st 104.5967 P 33.57061 P 3.1157 P
hsa-miR-654-5p st 37.8026 P 13.03812 P 2.8994 P
hsa-miR-665_st 44.51828 P 12.25253 P 3.6334 P
hsa-miR-708 st 190.984 P 89.01905 P 2.1454 P
hsa-miR-720 st 30.69121 P 8.190856 P 3.747 P
hsa-miR-874 st 65.52345 P 28.7247 P 2.2811 P
hsa-miR-933 st 10.24794 P 5.091783 A 2.0126 P
39 miRNAs underexpression in GCs 3 MSCs

hsa-let-7b-star st 2.003789 A 4.153776 P 0.4824 P
hsa-let-7f st 76.197 P 212.9013 P 0.3579 P
hsa-miR-106b_st 75.20846 P 151.0142 P 0.498 P
hsa-miR-1184 st 8.815897 P 34.45475 P 0.2559 P
hsa-miR-138-1-star st 91.31638 P 228.487 P 0.3997 P
hsa-miR-148a_st 3.017106 P 9.405887 P 0.3208 P
hsa-miR-1825 st 3.877048 P 12.37371 P 0.3133 P
hsa-miR-1972_st 3.070032 A 8.893475 P 0.3452 P
hsa-miR-19a_st 2.437328 P 5.071035 P 0.4806 P
hsa-miR-19b_st 4.497584 P 16.85729 P 0.2668 P
hsa-miR-20b_st 2.950442 P 10.64879 P 0.2771 P
hsa-miR-21 st 82.66455 P 406.4422 P 0.2034 P
hsa-miR-224 st 2.283751 P 5.221722 P 0.4374 P
hsa-miR-25 st 4.947055 P 11.19656 P 0.4418 P
hsa-miR-28-3p st 10.34019 P 34.1643 P 0.3027 P
hsa-miR-30a_st 4.615528 P 9.387289 P 0.4917 P
hsa-miR-30c st 4.656307 P 48.23899 P 0.0965 P



hsa-miR-3162-5p st
hsa-miR-3177-3p st
hsa-miR-3197 st
hsa-miR-3679-5p st
hsa-miR-3911 st
hsa-miR-3935 st
hsa-miR-4286 st
hsa-miR-4304 st
hsa-miR-4436b-5p st
hsa-miR-4443 st
hsa-miR-4486 st
hsa-miR-4487 st
hsa-miR-4655-5p st
hsa-miR-4656 st
hsa-miR-4669 st
hsa-miR-4701-3p st
hsa-miR-4788 st
hsa-miR-486-3p st
hsa-miR-486-5p st
hsa-miR-542-5p st
hsa-miR-885-5p st
hsa-miR-92a-1 st

6.1735
2.567162
5.087512
7.416359
13.09589
1.836445
3.776224
3.241375
9.009513
49.56123
6.066138
5.722239
4.378256
3.579862
21.17814

5.1324

2.06756
6.994882
11.18014
3.209794
2.047729
5.485594

o> Y Y9 »>dY» >y YYdddp»>YdY > > d

15.77745
8.97224
14.04524
18.00422
40.29239
4.140778
7.606172
33.76715
23.04123
107.9548
25.76669
11.66737
10.03739
7.767654
62.6009
20.37171
5.076513
71.55325
72.9583
9.600534
5.027822
20.04762

T YUY YYYYYYUYYYUYUYUT U

0.3913
0.2861
0.3622
0.4119
0.325
0.4435
0.4965
0.096
0.391
0.4591
0.2354
0.4904
0.4362
0.4609
0.3383
0.2519
0.4073
0.0978
0.1532
0.3343
0.4073
0.2736

T YUY YYYYYUYYYUYUYUT U




Table 6. Different expression of miRNAs in at least 2 pairs

ProbeSetID GCslvs Ratio. GCs2vs Ratio. GCs3vs Ratio.
Conl call Con2 call Con3 call
hsa-miR-3180-3p st 0.355 P 2.1562 P 2.4049 P
hsa-miR-483-5p st 1.5296 P 2.2871 P 3.9308 P
hsa-miR-708 st 0.9936 P 2.3874 P 2.1454 P
hsa-miR-3197 st 0.3487 P 0.2656 P 0.3622 P
hsa-miR-4304 st 4.859 P 0.3462 P 0.096 P
hsa-miR-4443 st 2.1086 P 0.4523 P 0.4591 P
hsa-miR-4486 st 0.2761 P 5.4081 P 0.2354 P
hsa-miR-4487 st 3.2415 P 0.4092 P 0.4904 P
hsa-miR-92a-1 st 2.0214 P 0.381 P 0.2736 P
hsa-miR-1972_st 1.0762 A 0.1683 P 0.3452 P
hsa-miR-20b_st 0.5416 P 0.4754 P 0.2771 P
hsa-miR-25 st 0.5211 P 0.272 P 0.4418 P
hsa-miR-4286 st 0.4481 P 0.8079 P 0.4965 P
hsa-miR-486-3p st 0.975 P 0.4041 P 0.0978 P
hsa-miR-106b_st 1.0523 P 0.4933 P 0.489 P
hsa-miR-30a st 1.0785 P 0.3872 P 0.4917 P




Table 7. Targﬂgene prediction of hsa-mir-708 by online software

T e
MicroRNA arget Prediction Program

Gene DIANAmt miRanda miRDB miRWalk RNAhybrid PICT AR4 PICTARS PITA RNA22 TargetscanSUM
hsa-mir-708 SMAD?3 N, N, N, N, 4

hsa-mir-708SMAD4 J Y Y J 5







Table 8. Target genes of hsa-mir-708 (SUM = 4)

MicroRNA Gene DIANAmMT miRanda miRDB miRWalk RNAhybrid PICTAR4 PICTAR5 PITA RNA22 Targetscan SUM

hsa-miR-708 AAKI 0 1 1 1 0 0 1 0 0 1 5
hsa-miR-708 AATK 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ABBA-1 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ABCA13 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ABCA3 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ABCAS 1 0 1 1 0 0 1 0 0 1 5
hsa-miR-708 ABCB8 1 1 0 0 0 0 1 0 0 1 4
hsa-miR-708 ABHDI13 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ABHD2 1 0 0 1 0 0 1 0 0 1 4
hsa-miR-708 ABHD4 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ~ ABI2 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ABLIM1 1 0 0 1 0 0 1 0 0 1 4
hsa-miR-708 ABLIM3 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ABTB2 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ACACA 1 1 0 1 0 0 0 0 0 1 4
hsa-miR-708 ACACB 0 1 0 1 0 0 1 0 0 1 4
hsa-miR-708 ACADS8 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ~ ACHE 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ACOX3 1 1 0 1 0 0 0 0 0 1 4
hsa-miR-708 ~ ACSF2 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ACTR2 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ACVRIB 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADAMI11 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADAM]19 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADAM33 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADAMTS14 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708ADAMTSLI 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ADCY]1 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADCY2 1 1 0 0 0 0 1 0 0 1 4
hsa-miR-708  ADD2 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADIPOQ 1 1 0 1 0 0 1 0 0 0 4
hsa-miR-708 ADM?2 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ADRBK2 0 1 0 1 0 0 1 0 0 1 4
hsa-miR-708 AFAP1 1 1 0 1 0 0 0 0 0 1 4
hsa-miR-708 ~ AFF1 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 ~ AFF4 1 1 1 1 0 0 1 0 0 1 6
hsa-miR-708 AGMAT 1 1 0 1 0 0 1 0 0 1 5
hsa-miR-708 AGPAT3 1 1 1 1 0 0 1 0 0 1 6
hsa-miR-708 AGPAT4 1 1 0 1 0 0 1 0 0 1 5



hsa-miR-708
hsa-miR-708
hsa-miR-708
hsa-miR-708
hsa-miR-708
hsa-miR-708
hsa-miR-708 AKAPI1
hsa-miR-708 ~ AKT2
hsa-miR-708 ALDHI1A2
hsa-miR-708 ALDH3A2
hsa-miR-708 ALDHS5A1
hsa-miR-708  ALQ®
hsa-miR-708  ALG9
hsa-miR-708 ALKBHI1
hsa-miR-708 ALKBHS5
hsa-miR-708 ~ ALPK3
hsa-miR-708 ~ ALPL
hsa-miR-708  ALPP
hsa-miR-708 AMIGO2
hsa-miR-708 AMMECRI1
hsa-miR-708AMMECRIL
hsa-miR-708 AMOTLI
hsa-miR-708 AMOTL2
hsa-miR-708 AMPD2
hsa-miR-708 ~AMPH
hsa-miR-708 AMZ1
hsa-miR-708 ~ ANKI
hsa-miR-708  ANK2
hsa-miR-708 ANKRD13B
hsa-miR-708 ANKRD23
hsa-miR-708 ANKRD32
hsa-miR-708 ANKRD37
hsa-miR-708 ANKRD45
hsa-miR-708 ANKS6
hsa-miR-708 ANXA9
hsa-miR-708 ~ AOF2
hsa-miR-708 APIBI
hsa-miR-708 ~ AP2A2
hsa-miR-708 AP2BI1
hsa-miR-708 APAF1
hsa-miR-708 APBB2
hsa-miR-708 APEX2
hsa-miR-708 APOA 1BP
hsa-miR-708 APOA2
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AGTRL1
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AIFM?2
AK2
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hsa-miR-708 APOAS
hsa-miR-708 APOBEC4
hsa-miR-708 APOC3
hsa-miR-708 APOOL
hsa-miR-708 APPBP2
hsa-miR-708  AQP6
hsa-miR-708 ARAF
hsa-miR-708  ARC
hsa-miR-708 ARCNI1
hsa-miR-708 ~ ARFS
hsa-miR-708 ARFGAP2
hsa-miR-708 ARFIP2
hsa-miR-708 ARHGAPI
hsa-miR-708 ARHGAP17
hsa-miR-708 ARHGAP19
hsa-miR-708 ARHGAP24
hsa-miR-708 ARHGEF9
hsa-miR-708  ARID2
hsa-miR-708  ARL2
hsa-miR-708 ~ ARL3
hsa-miR-708 ARMCS
hsa-miR-708 ARMC6
hsa-miR-708 ARNT2
hsa-miR-708 ARPP-19
hsa-miR-708 ARPP-21
hsa-miR-708 ARRDCI1
hsa-miR-708 ARRDC2
hsa-miR-708 ~ ARSJ
hsa-miR-708 AS3MT
hsa-miR-708 ASAHL
hsa-miR-708  ASBI1
hsa-miR-708 ASBI3
hsa-miR-708  ASBI5
hsa-miR-708  ASB5
hsa-miR-708  ASBS
hsa-miR-708 ASCC3
hsa-miR-708  ASPA
hsa-miR-708 ASXLI
hsa-miR-708 ATAD2B
hsa-miR-708 ATCAY
hsa-miR-708 ATHLI
hsa-miR-708 ATMIN
hsa-miR-708 ATOHS
hsa-miR-708 ATP11A

e e e e e e e e e e e e e e e e e T == T S e O R S e e e e e e e e e e e e e e e
S O O O O = O = O O = O O O O = O O O O 000 0O 00 o o0 o o0 oo o o oo o o o0 oo o o oo o oo
e T R R T T e R T R = R S
S O O O O OO O O OO O OO0 O 0 O OO0 OO0 0O 0 0O 0 o 00 o 0o 0 o0 o0 o o0 o0 o o o o o oo
S O O O O OO O O OO O O OO0 O 0 O 0O 00 000 0O 0 0o 0 o0 Coc o o o o0 o0 o o o0 o0 o o o o o oo
e e e e e e e e == T e S S e R R S e e = B e e e e e e e e e e e e L e e e L e L e e e e e e e T
S O O O O OO OO OO O O 0O OO0 OO0 0O 0o 0O 0D 0O 0O oo o Coc o oo o o o0 o o0 oo o o oo o o oo
S O O O O OO OO OO O O 0O OO0 OO0 0O 00O O 0D 0 0O oo o Coc o o o oo o o o0 o o o oo o oo
= =T R e = = =T e S S B B B = S S O R = e = e = T N S
(O N N NV T -, I N S~ Ne SRV R N T o T N NV, R N U, B U T SN N NS NN N LV TV T N N NV LY T O Y Y N NV I N



hsa-miR-708 ATP2B3
hsa-miR-708 ATP5D
hsa-miR-708 ATP5SL
hsa-miR-708 ATP6VIA
hsa-miR-708 ATP6VIF
hsa-miR-708 ATP7A
hsa-miR-708 ATP8A1
hsa-miR-708 ATP9A
hsa-miR-708 ATPAF1
hsa-miR-708 ATRN
hsa-miR-708 ATRNLI
hsa-miR-708 ATXNI1
hsa-miR-708 ATXN2L
hsa-miR-708 ATXN7LI
hsa-miR-708 AVPRIA
hsa-miR-708 AXIN2
hsa-miR-708 B3GNT3
hsa-miR-708 BAGALNT1
hsa-miR-708 BAGALNT3
hsa-miR-708 BAGALT3
hsa-miR-708 B4GALT4
hsa-miR-708 BACEI
hsa-miR-708  BAGI
hsa-miR-708  BAIl
hsa-miR-708 BAZIB
hsa-miR-708  BBC3
hsa-miR-708  BBSI
hsa-miR-708  BBS10
hsa-miR-708  BBS5
hsa-miR-708 BCAM
hsa-miR-708 BCAT1
hsa-miR-708 BCL11B
hsa-miR-708 BCL2LI11
hsa-miR-708 BCL2LI15
hsa-miR-708 BCL7A
hsa-miR-708  BCR
hsa-miR-708 BDKRB2
hsa-miR-708 BEGAIN
hsa-miR-708  BET1
hsa-miR-708 BHLHB2
hsa-miR-708 BHMT?2
hsa-miR-708  BICD2
hsa-miR-708  BIRCS
hsa-miR-708  BIRC6
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BIVM
BLMH
BMF
BNIP1
BRCA1
BRD3
BRF1
BRPF3
BRSK2
BSN
BTBD14B
BTBD7
BTLA
BTRC
BZRAPI1
Cl10orf118
Cl0orf2
Cl10orf25
Cl10orf4
Cl0orf46
Cl10orf54
Cl10o0rf56
Cl10orf57
Cllorf56
Cllorf61
Cllorf79
Cl120rf29
C120rf53
Cl130rf23
Cl3o0rf30
Cl4orfl
Cl4orf101
Cl4orf105
Cl40orf108
Cl4orf124
Cl4orf130
Cl4orf28
Cldorfd
Cl4orf43
Cl40r1f83
Cl150rf15
Cl50rf17
Cl5orf2
Cl50rf52
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Cl170rf56
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Cl18orfl
Cl180rf24
C18orf25
C19orf12
C19orf21
C19orf22
C19orf25
C19orf34
C19orf47
C190rf50
C190rf60
Clorf107
Clorf113
Clorf115
Clorf119
Clorf128
Clorf144
Clorf159
Clorfl61
Clorf163
Clorfl77
Clorf201
Clorf212
Clorf26
Clorf27
Clorf35
Clorf61
Clorf69
Clorf90
Clorf93
Clorf95
Clorf96
CIQTNF1
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CIRL
C200rfl11
C200rf118
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C200rf121
C2001f29
C200rf3
C20orf4
C2001f59
C200rf82
C21orf29
C2201f25
C220rf29
C2201f9
C20r1f18
C2orf43
C2orf60
C3orfl0
C3orfl7
C3orf32
C3orf52
C3orf57
C3orf62
C5orf36
C5orf4
C6orf106
Coorfl51
Cb6orf154
Co6orf223
C6orf89
C7orf20
CTorf42
C7orf50
C7orf53
C8orf40
C8orfd6
C9orf100
C90r1f163
C90rf19
C9orf25
CYorf3
C9orf58
C9orf7
C90rf91
CA13
CA3
CAB39L
CABCI
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hsa-miR-708 CABLES2
hsa-miR-708 CABP7
hsa-miR-708 CACNA1C
hsa-miR-708 CACNAIE
hsa-miR-708 CACNA1G
hsa-miR-708 CACNA 11
hsa-miR-708 CACNBI1
hsa-miR-708 CACNG7
hsa-miR-708 CALB2
hsa-miR-708 CALCOCO2
hsa-miR-708 CALCR
hsa-miR-708 CALDI1
hsa-miR-708 CALN1
hsa-miR-708 CALY
hsa-miR-708 CAMK2G
hsa-miR-708 CAMTA?2
hsa-miR-708 CANT]1
hsa-miR-708 CAPN1
hsa-miR-708 CAPN6
hsa-miR-708 CAPRIN1
hsa-miR-708 CARD14
hsa-miR-708 CASC3
hsa-miR-708 CASKIN1
hsa-miR-708 CASKIN2
hsa-miR-708 CASP2
hsa-miR-708 CASQ2
hsa-miR-708 CBFA2T2
hsa-miR-708  CBFB
hsa-miR-708 CBL
hsa-miR-708  CBLN2
hsa-miR-708  CBX2
hsa-miR-708 ~ CBX7
hsa-miR-708 CCBEIl
hsa-miR-708 CCDC109A
hsa-miR-708 CCDC113
hsa-miR-708 CCDC114
hsa-miR-708 CCDC117
hsa-miR-708 CCDC12
hsa-miR-708 CCDCI121
hsa-miR-708 CCDC149
hsa-miR-708 CCDC25
hsa-miR-708 CCDC32
hsa-miR-708 CCDC4
hsa-miR-708 CCDC43
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CCND2

CCND3

CCNE2

CCNIL

CCNL2

CCR1

CCRL2
CDI1A
CD209
CD276
CD28

CD2AP
CD300LF
CD300LG

CD320

CD33
CD34
CD38
CD3G
CD44
CD47
CD59
CD97

CD99L2
CDC25B

CDC34

CDC40

CDC42EP3
CDC42EP4
CDC42SE1

CDC73

CDCP1

CDH18

CDH5
CDK5
CDKNIA
CDKN2B
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hsa-miR-708

hsa-miR-708 CDRT4

hsa-miR-708
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Table 9. GO enrichment analysis for the possible target genes of mir-708.

most significantly enriched GO term count p-Value g-Value
GO0:0006355 regulation of transcription, DNA-dependent 257  4.86736E-22 1.29796E-21
GO0:0007050 cell cycle arrest 129  2.45324E-17 2.8037E-17
GO:0006350 transcription 148  2.49034E-16 2.21363E-16
g;;)}(j)j;);;hp\)szgwe regulation of TGF beta receptor 102 2.64123E-06 3.38077E-07
G0:0008285 negative regulation of cell proliferation 86  7.90766E-12 4.86625E-12
GO:0007399 nervous system development 59 2.47789E-07 4.68473E-08
G0:0044419 interspecies interaction between organisms 63 4.52349E-16 3.61879E-16

(It is not all the consequence)



