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Supplementary Figure 1. HXMS Coverage map showing all the peptides with quantifiable data
as bars under the sequence. The black bars are those peptides for which data are shown in

Supplementary Figure 2.
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Supplementary Figure 2. Deuterium uptake plots for free IxkBa (red circles), IkBa bound to the
dimerization domain only construct of NF«B (blue circles), and IxBa bound to full-length NF«xB
(black triangles). The sequence, peptide mass (MH+), and residue numbers are given on each
graph.



