
S -Salmonella E- E.coli K - Klebsiella 

Sample No. Sample type Sample_ID Salmonella_type No of  Salmonella reads Total  reads Human mapped reads Unmapped reads Normalised Salmonella reads Blast output Reads Start site Read_length gene_name locus_tag Start_site End_site

17N Normal AD0435 NC_003198.1_Salmonella_enterica_Typhi_CT18 1 43581276 27285190 16296086 0.036 CAGCCCCATCCAATTCTCCAACGCCCACGGCAGATAGGGACCGAACTGTCTCACGACGTTCTAAACCCAGCTCGCGTACCACTTTAAATGGCGAACAGCCATACCCTTGTGACCTACTTCAGCCCCAGGATGTGATGAGCCGACATCGAGG 2712734 151 23S_rRNA STYr005 2712478 2715483

8T Tumor AD0440 AE014613.1_Salmonella_enterica_Typhi_Ty2 2 39564826 23292676 16272150 0.42 E GCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTGGGTAGGGGAGCGTTCTGTAAGCCTGCGAAGGTGTGCTGTGAGGCATGCTGGAGGTATCAGAAGTGCGAATGCTGACATAAGTAACGATAAAGCGGGTGAAACGCCCGCTCGCCG 2689274 158 t2612 2687701 2690706

E,S CCCGATTAACGTTGGACAGGAACCCTTGGTCTTCCGGCGAGCGGGCTTTTCACCCGCTTTATCGTTACTTATGTCAGCATTCGCACTTCTGATACCTCCAGCATGCCTCACAGCACACCTTCGCAGGCTTACAGAACGCTCCCCAGCCCAA 2689274 t2612 2687701 2690706

NC_003198.1_Salmonella_enterica_Typhi_CT18 2 E,S CCCGATTAACGTTGGACAGGAACCCTTGGTCTTCCGGCGAGCGGGCTTTTCACCCGCTTTATCGTTACTTATGTCCGCATTCGCACTTCTGATACCTCCAGCATGCCTCACAGCACACCTTCGCAGGCTTACAGAACGCTCCCCTACCCAC 3554524 158 23S_rRNA STYr012 3552951 3555956

E GCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTGGGTAGGGGAGCGTTCTGTAAGCCTGCGAAGGTGTGCTGTGAGGCATGCTGGAGGTATCAGAAGTGCGAATGCTGACATAAGTAACGATAAAGCGGGTGAAAAGCCCGCTCGCCG 3554524 23S_rRNA STYr012 3552951 3555956

NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 6 E,S CCCGATTAACGTTGGACAGGAACCCTTGGTCTTCCGGCGAGCGGGCTTTTCACCCGCTTTATCGTTACTTATGTCAGCATTCGCACTTCTGATACCTCCAGCATGCCTCACAGCACACCTTCGCAGGCTTACAGAACGCTCCCCAGCCCAA 4338580 158 SPAB_RS21050 4337421 4340349

E GCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTGGGTAGGGGAGCGTTCTGTAAGCCTGCGAAGGTGTGCTGTGAGGCATGCTGGAGGTATCAGAAGTGCGAATGCTGACATAAGTAACGATAAAGCGGGTGAAACGCCCGCTCGCCG 4338580 SPAB_RS21050 4337421 4340349

E CCCTGTTCGCCTCATTAACCTATGGATTCAGTTAATGATAGTGTGTCGAAACACACTGGGTTTCCCCATTCGGAAATCGCCGGTTATAACGGTTCATATCACCTTACCGACGCTGATCGCAGATTAGCACGTCCTTCATCGCCTCTGCCTG 2813202 158 SPAB_RS13755 2810470 2813397

E CGCCTCATTAACCTATGGATTCAGTTAATGATAGTGTGTCGAAACACACTGGGTTTCCCCATTCGGAAATCGCCGGTTATAACGGTTCATATCACCTTACCGACGCTTATCGCAGATTAGCACGTCCTTCATCGCCTCTGACTGCCAGGGC 2813209 SPAB_RS13755 2810470 2813397

E,S CCCGATTAACGTTGGACAGGAACCCTTGGTCTTCCGGCGAGCGGGCTTTTCACCCGCTTTATCGTTACTTATGTCCGCATTCGCACTTCTGATACCTCCAGCATGCCTCACAGCACACCTTCGCAGGCTTACAGAACGCTCCCCTACCCAC 293124 158 SPAB_RS01295 291965 294893

E GCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTGGGTAGGGGAGCGTTCTGTAAGCCTGCGAAGGTGTGCTGTGAGGCATGCTGGAGGTATCAGAAGTGCGAATGCTGACATAAGTAACGATAAAGCGGGTGAAAAGCCCGCTCGCCG 293124 SPAB_RS01295 291965 294893

16T Tumor AD0477 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 5 48018464 28970210 19048254 1 S GCCTGACCAACAGCCGCTTCATTATCATAGATTTGTGCAGTGTCGACAGCACGGTAGCCCAGATCAAGCGCCGTTTTAACAGAAGCGATAACCACGTCGTCTTTCAGGCGGAAAGTACCTAAACCAAATGCAGGGATTGTCATAGAATTCC 295061 0 0 0 0

S GATTTGTGCAGTGTCGACAGCACGGTAGCCCAGATCAAGCGCCGTTTTAACAGAAGCGATAACCACGTCGTCTTTCAGGCGGAAAGTACCTAAACCAAATGCAGGGATTGTCATAGAATTCCTCTTTTTAATCACAATGTTCGTTAACTGA 295032 0 0 0 0

S GGCCGATTGCTGCTGGTGCATTTTCCGTCGCGATAGTCTTGCTCATGATTTCTCCTGAATTACAGCGGTAATAGAATGTTCCCGCTCATTATAGGGAGCCGGGATTTCATAACCAACCCTAATTAGTTGGCCAGCACCACATAATGCGAAA 4703374 151 yjgF STM4458 4703033 4703419

S,E TTAAAAACACAGCACTGTGCAAACACGAAAGTGGACGTATACGGTGTGACGCCTGCCCGGTGCCGGAAGGTTAATTGATGAGGTTAGCGTAAGCGAAGCTTCTGATCGAAGCCCCGGTAAACGGCGGCCGTAACTATAACGGTCCTAAGGT 4199984 161 rrlA STM3991 4198116 4201110

S,E CAACTGTTTATTAAAAACACAGCACTGTGCAAACACGAAAGTGGACGTATACGGTGTGACGCCTGCCCGGTGCCGGAAGGTTAATTGATGAGGTTAGCGTAAGCGACGCTTCTGATCGAAGCCCCGGTAAACGGCGGCCGTAACTATAACG 4199984 rrlA STM3991 4198116 4201110

NC_003198.1_Salmonella_enterica_Typhi_CT18 2 S GTTTATCCGGCGATGCGCCATCTCTCGCCATCACCACGATGTACGGGGTATAGGCGCTACTGGTGATAAAGCACTTACTGCCATTAAGATAAACCTTACCATTTTTACGTGTATAAGTGGTTTTCAGGCTACCAACATCCGATCCCGCTCC 85937 0 0 0 0

S CCCCCGTAACGACCAGACCTTCATTCACTCCGATATGCGGCGTACCGCGCGCCTGCTGATGCAGTTCCTGCCGGGTACCGACTTTATCTCCTCTGGTTATTCCGCGGCGCCGAACTACGACAACATGTTCGCCGGTTCCAACGAAGATGCG 2075527 151 pduC STY2245 2074535 2076199

NC_006511.1_Salmonella_enterica_Paratyphi_ATCC_9150 5 S,E TCGGGTTGTGAGGTTAAGCGAATAAGCGTACACGGTGGATGCCTAGGCAGTCAGAGGCGATGAAGGACGTGCCAATCTGCGATAAGCGCCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGCAATTC 4168868 0 0 0 0

S,E CCCGTTCGCTCGCCGCTACTGGGGGAATCTCGTTTGATTTCTTTTCCTCGGGGTACTTAGATGTTTCAGTTCTCCCGGTTCGCTTCATTACCCTATGTATTCAGGTAATGATAGTGTGACGAATCACACTGGGTTTCCCCATTCGGAAATC 3376239 151 SPA_RS16545 3373579 3376507

S GTTTATCCGGCGATGCGCCATCTCTCGCCATCACCACGATGTACGGGGTATAGGCGCTACTGGTGATAAAGCACTTACTGCCATTAAGATAAACCTTACCATTTTTACGTGTATAAGTGGTTTTCAGGCTACCAACATCCGATCCCGCTCC 85874 151 SPA_RS00365 85263 86405

S GGCCGATTGCTGCTGGTGCATTTTCCGTCGCGATAGTCTTGCTCATGATTTCTCCTGAATTACAGCGGTAATAGAATGTTCCCGCTCATTATAGGGAGCCGGGATTTCATAACCAACCCTAATTAGTTGGCCAGCACCACATAATGCGAAA 4433448 151 SPA_RS21585 4433107 4433493

S CCCCCGTAACGACCAGACCTTCATTCACTCCGATATGCGGCGTACCGCGCGCCTGCTGATGCAGTTCCTGCCGGGTACCGACTTTATCTCCTCTGGTTATTCCGCGGCGCCGAACTACGACAACATGTTCGCCGGTTCCAACGAAGATGCG 926726 151 pduC SPA_RS04155 926204 927868

NC_006905.1_Salmonella_enterica_Choleraesuis_SC-B67 7 K TACACCGTCCATTTCATACAGGACTTTACCCGGCTGAATCAAGGCAACCCAGTACTCCACGTTACCTTTACCTTTACCCATACGAACTTCCAGCGGCTTCTCGGTGATCGGTTTGTCCGGGAATACACGGATCCAGATCTTACCTTGACGC 3546549 169 SCH_RS17540 3546462 3546872

K CAGGACTTTACCCGGCTGAATCAAGGCAACCCAGTACTCCACGTTTCCTTTACCTTTACCCATACGAACTTCCAGCGGCTTCTCGGTGATCGGTTTGTCCGGGAATACACGGATCCAGATCTTACCTTGACGCTTAACTGCACGGGTCATA 3546567 SCH_RS17540 3546462 3546872

S GCCTGACCAACAGCCGCTTCATTATCATAGATTTGTGCAGTGTCGACAGCACGGTAGCCCAGATCAAGCGCCGTTTTAACAGAAGCGATAACCACGTCGTCTTTCAGGCGGAAAGTACCTAAACCAAATGCAGGGATTGTCATAGAATTCC 290969 0 0 0 0

S GATTTGTGCAGTGTCGACAGCACGGTAGCCCAGATCAAGCGCCGTTTTAACAGAAGCGATAACCACGTCGTCTTTCAGGCGGAAAGTACCTAAACCAAATGCAGGGATTGTCATAGAATTCCTCTTTTTAATCACAATGTTCGTTAACTGA 290940 0 0 0 0

E TTCCAGTATCCCGCTATCCTCAACGCCTGATAAGCGGTTGAACTTTATTATCAATAGCTTCCCTCGCTCGGAAGATACGTGAACGCACCGTACCCACCGGACAATCCATGATAGCGGCTATCTCTTCATAGCTCAGGCCATCCAGCTCCCG 2796633 0 0 0 0

S CCATTAAAGCGGAAAGTTTTTCTATCTGCATGCCTAATACCTTTTCCAGTATCCCGCTATCGTCAACGCCTGATAAGCGGTTGAACTTTATTATCAATAGCTTCCCTCGCTCGGAAGATACGTGAACGCACCGTCCCCACCGGCCAATCCA 2796590 151 SCH_RS13835 2795970 2796620

S GGCCGATTGCTGCTGGTGCATTTTCCGTCGCGATAGTCTTGCTCATGATTTCTCCTGAATTACAGCGGTAATAGAATGTTCCCGCTCATTATAGGGAGCCGGGATTTCATAACCAACCCTAATTAGTTGGCCAGCACCACATAATGCGAAA 4617327 151 SCH_RS22520 4616986 4617372

NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 10 E,K,S ATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTG 290315 208 SPAB_RS01285 290076 291629

E,S GGGCTGAGAGGATGACCAGCCACACTGGATCTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCGGGTTGTAAAGTACTTTCAG 290369 SPAB_RS01285 290076 291629

K TAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTG 290739 SPAB_RS01285 290076 291629

K CAGGCGGTCTGTCAAGTCGGATGTGAAATCCCGGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTGGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGC 290659 SPAB_RS01285 290076 291629

S GCCTGACCAACAGCCGCTTCATTATCATAGATTTGTGCAGTGTCGACAGCACGGTAGCCCAGATCAAGCGCCGTTTTAACAGAAGCGATAACCACGTCGTCTTTCAGGCGGAAAGTACCTAAACCAAATGCAGGGATTGTCATAGAATTCC 2809595 180 dkgB SPAB_03360 2808934 2809737

S GATTTGTGCAGTGTCGACAGCACGGTAGCCCAGATCAAGCGCCGTTTTAACAGAAGCGATAACCACGTCGTCTTTCAGGCGGAAAGTACCTAAACCAAATGCAGGGATTGTCATAGAATTCCTCTTTTTAATCACAATGTTCGTTAACTGA 2809624 dkgB SPAB_03360 2808934 2809737

S GTTTATCCGGCGATGCGCCATCTCTCGCCATCACCACGATGTACGGGGTATAGGCGCTACTGGTGATAAAGCACTTACTGCCATTAAGATAAACCTTACCATTTTTACGTGTATAAGTGGTTTTCAGGCTACCAACATCCGATCCCGCTCC 80285 151 SPAB_RS00360 79674 80816

S GGCCGATTGCTGCTGGTGCATTTTCCGTCGCGATAGTCTTGCTCATGATTTCTCCTGAATTACAGCGGTAATAGAATGTTCCCGCTCATTATAGGGAGCCGGGATTTCATAACCAACCCTAATTAGTTGGCCAGCACCACATAATGCGAAA 4720088 151 SPAB_RS22905 4719747 4720133

S,K GCCCGAGCGCCATTCCTACGGCAATGGACAGCCCCTGTCCCAGCGAACCACCGGACATCTCCATCCCTGGCGTGTAGGCCGCCATCCCCGACATCGGTAGTCGGCTGTCGTCGGAGCCGTAGGTTTCCAGCTCCTCTTCCGGGATAATTCC 2234813 151 SPAB_RS10925 2234367 2235212

S,E,K CTTGTCGGGTAAGTTCCGACCTGCACGAATGGCGTTATGATGGCCAGGCTGCCTCCACCCGAGACGCAGTGAAATTGAACTCGCTGTGAAGATGCAGTGTACCCGCGGCAAGACGGAAAGACCCCGTGAACCTTTACTATAGCTTGACACT 4339375 151 SPAB_RS21050 4337421 4340349

12T Tumor AD0736 AE014613.1_Salmonella_enterica_Typhi_Ty2 1 63778254 39646496 24131758 0.126 E AGATTCCCCCAGTAGCGGCGAGCGAACGGGGAGCAGCCCAGAGCCTGAATCAGTGTGTGTGTTAGTGGAAGCGTCTGGAAAGGCGCGCGATACAGGGTGACAGCCCCGTACACAAAAATGCACATGCTGTGAGCTCGATGAGTAGGGCGGG 4244268 151 t4108 0 4244038 4247043

NC_003197.1_Salmonella_enterica_Typhimurium_LT2 2 S,E CCCGGTACTGCTGAACCGTGCACCGACTCTGCACCGTCTGGGTATCCAGGCATTTGAACCGGTACTGATCGAAGGTAAAGCTATCCAGCTGCACCCGCTGGTTTGTGCGGCATATAACGCCGACATCGATGGTGACCAGATGGCTGTTCAC 4371269 204 rpoC STM4154 4370013 4374236

E TTGAACCGGTACTGTTCGAAGGTAAAGCTATCCAGCTGCACCCGCTGGTTTGTGCGGCATATTACGCCGACTGCGATGGTGACCAGATGGCTGTTCACGTACCGCTGACGCTGGAAGCCCAGCTGGAAGCGCGTGCGCTGATGATGTCTTC 4371322 rpoC STM4154 4370013 4374236

NC_003198.1_Salmonella_enterica_Typhi_CT18 2 S,E TCCGACATCGAGGTGCCAATCACCGCCGTCGATATGAACTCTTGGGCGGTATCAGCCTGGTATCCACGGAGTACCTTTTATCCGTTGAGCGATGGCCCTTCCATTCAGAACCACCGGATCACTATGACCTGCTTTCGCACCTGCTCGCGCC 2712872 151 23S_rRNA STYr005 2712478 2715483

E,S TAGATGTCTGACTGGGTTAGCCTGGAAGTGCGTGTCCCAACCTTGTTTCTGAGCAGGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGCGATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGCGTAGG 1918134 151 STY2056 1917993 1919201

1T Tumor AD0739 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 1 37795668 24820778  12974890 0.04 S,E CTGGCTGTCTGGGCCTTCCCACATCGTTTCCCACTTAACCATGACTTTGGGACCTTAGCTGGCGGTCTGGGTTGTTTCCCTCTTCACGACGGACGTTAGCACCCGCCGTGTGTCTCCCGTGATAACATTCTCCGGAATTCGCAGTATGATA 2798608 151 rrlG STM2657 2796755 2799764

11T Tumor AD0740 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 1 46034048 27600442  18433606 0.036 E,S CCTGACTGACCGATAGTGAACCAGTACCGTGAGGGAAAGGCGAAAAGAACCCCGGCGAGGGGAGTGAAAAAGAACCTGAAACCGTGTACGTACAAGCAGTGGGAGCACGCTTAGGCGTGTGACTGCGTACCTTTTGTATAATGGGTCAGCG 4198550 151 rrlA STM3991 4198116 4201110

4T Tumor AD0742 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 2 27047422 16669644 10377778 0.23 S,E CACCCGAGTTCTCTCAAGCGCCTTGGTATTCTCTACCTGCCCACCTGTGTCGGTTTGGGGTACGAATTGATGTTACCTGATGCTTAGAGGCTTTTCCTGGAAGCAGGGCATTTGTTGCTTCAGCACAGTAGTGCCTCGTCATCACGCCTCA 2797998 151 rrlG STM2657 2796755 2799764

S,E CACCCGAGTTCTCTCAAGCGCCTTGGTATTCTCTACCTGCCCACCTGTGTCGGTTTGGGGTACGATTTGATGTTACCTGATGCTTAGAGGCTTTTCCTGGAAGCAGGGCATTTGTTGCTTCAGCACCGTAGTGCCTCGTCATCACGCCTCG 2797998 rrlG STM2657 2796755 2799764

NC_006905.1_Salmonella_enterica_Choleraesuis_SC-B67 2 S,E CACCCGAGTTCTCTCAAGCGCCTTGGTATTCTCTCCCTGACCACCTGTGTCGGTTTGGGGTACGATTTGATGTTACCTGATGCTTAGAGGCTTTTCCTGGAAGCAGGGCATTTGTTGCTTCAGCACCGTAGTGCCTCGTCATCGCGCCTCA 3522888 151 SCH_RS17355 3521635 3524562

S,E TGAGGCGTGATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACTGGGGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTCGGGTG 4331663 151 SCH_RS21175 4330139 4333066

5T Tumor AD0743 NC_006905.1_Salmonella_enterica_Choleraesuis_SC-B67 8 27047423 16669744 10377679 0.49 S,E GATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTCGGGTGAAGGAACG 4133867 152 SCH_RS20250 4132334 4135262

S,E TGATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTCGGGTGAAGGAAC 4133866 SCH_RS20250 4132334 4135262

S,E GATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTCGGGTGAAGGAACG 4133867 SCH_RS20250 4132334 4135262

S,E TGATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAGGCGCTAGAGAGAACTCGGGTGAAGGAAC 4133866 SCH_RS20250 4132334 4135262

S,E GATGTCGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTCGGGTGAAGGAACG 4133867 SCH_RS20250 4132334 4135262

S,E TGATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAAGCGCTTGAGAGAACTCGGATGAAGGAAC 4133866 SCH_RS20250 4132334 4135262

S,E GATGTCGAGGCACTACGGTGCTGAAGCAACAAATGCCCTTCTTCCAGGAAAAGCCTCTTAGCATCAGGTAACATCAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTCGGGTGAAGGAACG 4133867 SCH_RS20250 4132334 4135262

S,E TGATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATAAAATCGTACCCCAAACCGACACAGGTGGTCAGGTAGAGAATACAAAGGCGCTTGAGAGAACTCGGGTGAAGGAAC 4133866 SCH_RS20250 4132334 4135262

9N Normal AD0746 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 2 37563776 20284354  0.88 E AGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGG 4198153 157 rrlA STM3991 4198116 4201110

E CCTGGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACGAACTATCATTAACTGAATCCATAGGTTAATGAGGCGAA 4198147 rrlA STM3991 4198116 4201110

NC_006511.1_Salmonella_enterica_Paratyphi_ATCC_9150 7 E TGGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACC 3877084 152 SPA_RS18925 3877042 3879971

E GGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACAA 3877085 SPA_RS18925 3877042 3879971

E TGGCAGTCAGAGGCGATGAAGTACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACC 3976376 152 SPA_RS19420 3976334 3979263

E GGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATTGGTTAATGAGGCGAACCA 3976377 SPA_RS19420 3976334 3979263

E GGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGCGGCGAACCA 3976377 SPA_RS19420 3976334 3979263

E GGTTCGCCTCATTAACCTATGGATTCAGTTAATGATAGTGTGTCGAAACACACTGGGTTTCCCCATTCGGAAATCGCCGGTTATAACGGTTCATATCACCTTACCGACGCTTATCGCAGATTAGCACGTCCTTCATCGCCTCTGACTGCCA 2617427 151 SPA_RS12755 2614691 2617619

E,K AGCGAATGACAGAACCGTCCGGGCGACGAACACCCTTCTTGGTGCGCACCACTACCGCCTTCAGCACATCACCTTTTTTGACCTTACCACGCGGAATTGCTTCTTTGATGGTGATCTTGATGATGTCGCCTACGCCTGCGTAGCGACGGTG 3397563 151 SPA_RS16715 3397426 3397797

NC_006905.1_Salmonella_enterica_Choleraesuis_SC-B67 1 E,K AGCGATTGACAGAACCGTCCGGGCGACGAACACCCTTCTTGGTGCGCACCACTACCGCCTTCAGCACATCACCTTTTTTGACCTTACCACGCGGAATTGCTTCTTTGATGGTGATCTTGATGATGTCGCCTACGCCTGCGTAGCGACGGTG 3545619 151 SCH_RS17525 3545482 3545853

NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 8 E GATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAGGAAAAG 4143612 162 SPAB_RS20130 4143534 4146462

E ATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATACCCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAG 4143606 SPAB_RS20130 4143534 4146462

E GATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAGGAAAAG 4143612 SPAB_RS20130 4143534 4146462

E ATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAG 4143606 SPAB_RS20130 4143534 4146462

E,S GCTGAGGCGTGATGACGAGGCACTACGGTGCTGAAGCAACAAATGCCCTGCTTCCAGGAAAAGCCTCTAAGCATCAGGTAACATCAAATCGTACCCCAAACCGACTCAGGTGGTCAGGTAGAGAATACCAAGGCGCTTGAGAGAACTTGGG 4145057 SPAB_RS20130 4143534 4146462

E,S CCGAGTTCTCTCAAGCGCCTTGGTATTCTCTACCTGACCCCCTGTGTCGGTTTGGGGTACGATTTGATGTTACCTGATGCTTAGAGGCTTTTCCTGGCAGCAGGGCATTTGTTGCTTCAGCACCGTAGTGCCTCGTCATCACGCCTCAGCC 3527082 151 SPAB_RS17215 3525826 3528754

E GATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATAAACTGAATCCATAGGCCAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAGGAAAAG 4046850 160 SPAB_RS19650 4046772 4049700

E TCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAGGAAAAGAAATCAAAC 4046858 SPAB_RS19650 4046772 4049700

15T Tumor AD0747 NC_003198.1_Salmonella_enterica_Typhi_CT18 2 74760204 46588150  0.042 TGGCGAACAGCCATACCCTTGGGACCTGCTTCAGCCCCAGGATGAGATGAGCCGACATCGAGGTGCCAAACACCGCCGGCGATATGAACTCTTGGGCGGTATCAGCCTGTTATCCCCAGAGTACCTTTTATCCGTTGAGCGATGGCCCTTC 3595350 185 23S_rRNA STYr015 3595006 3598011

S GACGTTCTAAACCCAGCTCGCGTACCTCTTTAAATGGCGAACAGCCATACCCTTGGGACCTGCTTCAGCCCCAGGATGAGATGAGCCGACATCGAGGTGCCAAACACCGCCGTCGATATGACCTCTTGGGCGGTATCAGCCTGTTATCCCC 3595316 23S_rRNA STYr015 3595006 3598011

NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 1 CAGGATGAGATGAGCCGACATCGAGGTGCCAAACACCGCCGTCGATATGAACTCTTGGGCGGTATCAGCCTGTTATCCCCAGAGTACCTTTTATCCGTTGAGCGATGGCCCTTCCATACAGAACCACCGGATCACTAAGACCTACTTTCGT 2810863 151 SPAB_RS13755 2810470 2813397

9T Tumor AD0748 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 3 54159317 31016282 0.096 S,E GTTACATCTTCCGCGCAGGCCGACTCGACCAGTGAGCTATTACGCTTTCTTTAAATGATGGCTGCTTCTAAGCCAACATCCTGGCTGTCTGGGCCTTCCCACATCGTTTCCCACTTAACCATGACTTTGGGACCTTAGCTGGCGGTCTGGG 3568936 174 rrlD STM3396 3567078 3570071

S,E CTCGACCAGTGAGCTATTACGCTTTCTTTAAATGATGGCTGCTTCTAAGCCAACATCCTGGCTGTCTGGGCCTTCCCACATCGTTTCCCACTTAACCATGACTTTGGGACCTTAGCTGGCGGTCTGGGTTGTTTCCCTCTTCACGACGGAC 3568959 rrlD STM3396 3567078 3570071

K,S,E AACTGCCGGAAGGCGTAGAGATGGTAATGCCGGGCGACAACATCAAAATGGTTGTTACCCTGATCCACCCGATCGCGATGGACGACGGTCTGCGTTTCGCAATCCGTGAAGGCGGTCGTACCGTTGGCGCGGGCGTGGTTGCTAAAGTTCT 4361630 151 tuf STM4146 4360603 4361787

13T Tumor AD0750 NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 2 48550174 27054752 0.073 CGGCGGTTCTGTATGGAAGGGCCATCGCTCAACGGATAAAAGGTACTCTGGGGATAACAGGCTGATACCGCCCAAGAGTTCATATCGACGGCGGTGTTTGGCACCTCGATGTCGGCTCATCTCATCCTGGGGCTGAAGCAGGTCCCAAGGG 4339828 165 SPAB_RS21050 4337421 4340349

AGGTCTTAGTGATCCGGTGGTTCTGTATGGAAGGGCCATCGCTCAACGGATAAAAGGTACTCTGGGGATAACAGGCTGATACCGCCCAAGAGTTCATATCGACGGCGGTGTTTGGCACCTCGATGTCGGCTCATCTCATACTGGGGCAGAA 4339814 SPAB_RS21050 4337421 4340349

3N Normal AD0754 AE014613.1_Salmonella_enterica_Typhi_Ty2 1 54998184 36492238 0.43 S,E CTAAGGACCCAAAGTCATGGTTAAGTGGGAACCGATGTGGGAAGGCCCAGACAGCCAGGAAGTTGGCTTAGAAGCAGCCATCATTTAAAGAACGCGTAATAGCTCACTGGTCGAGTCGGCCTGCGCGGAAGATGAAACGGGGCTAAACCAA 290464 151 t0254 289366 292371

NC_003197.1_Salmonella_enterica_Typhimurium_LT2 9 E,S GGCCTCTTGCCATCGGACGCGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCACCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGG 289390 207 rrsH STM0249 289189 290732

E,S CTGGAAACGGTAGCTAATACCGCATAACGTCGCAAGACCAAAGAGGGGGACCTTCGGGCCTCTTGCCATCGGATGTGCCCAGATGGGATTAGCTAGTAGGTGGGGTAACGGCTCGCCTAGGCGACGATCCCTAGCTGGTCTGAGAGGATGA 289334 rrsH STM0249 289189 290732

E ATGCGGAAGAGATAAGTGCTGAAAGCATCTAAGCACGAAACTTGCCCCGAGATGAGTTCTCCCTGACTCCTTGAGAGTCCTGAAGGAACGTTGAAGACGACGACGTTGATAGGCCGGGTGTGTAAGCGCAGCGATGCGTTGAGCTAACCGG 4200930 178 rrlA STM3991 4198116 4201110

E ATGCCAATGGCACTGCCCGGTAGCTAAATGCGGAAGAGATAAGTGCTGAAAGCATCTAAGCACGAAACTTGCCCCGAGATGAGTTCTCCCTGACTCCTTGAGAGTCCTGAAGGAACGTTGAAGACGACGACGTTGATAGGCCGGGTGTGTA 4200903 rrlA STM3991 4198116 4201110

S,E CATTTAAAGTGGTACGCGAGCTGGGTTTAGAACGTCGTGAGACAGTTCGGTCCCTATCTGCCGTGGGCGCTGGAGAACTGAGGGGGGCTGCTCCTAGTACGAGAGGACCGGAGTGGACGCATCACTGGTGTTCGGGTTGTCATGCCAATGG 4399257 164 rrlE STM4179 4396611 4399604

E GGGTTGTCATGCCAATGGCACTGCCCGGTAGCTAAATGCGGAAGAGATAAGTGCTGAAAGCATCTAAGCACGAAACTTGCCCCGAGATGAGTTCTCCCTGACTCCTTGAGAGTCCTGAAGGAACGTTGAAGACGACGACGTTGATAGGCCG 4399390 rrlE STM4179 4396611 4399604

E CTGGTGTTCGGGTTGTCATGCCAATGGCACTGCCCGGTAGCTAAATGCGGAAGAGATAAGTGCTGAAAGCATCTAAGCACGAAACTTGCCCCGAGATGAGTTCTCCCTGACTCCTTGAGAGTCCTGAAGGAACGTTGAAGACGACGACGTT 4399381 rrlE STM4179 4396611 4399604

E,S CTCCTGACTGACCGATAGTGAACCAGTACCGTGAGGGAAAGGCGAAAAGAACCCCGGCGAGGGGAGTGAAAAAGAACCTGAAACCGTGTACGTACAAGCAGTGGGAGCACGCTTAGGCGTGTGACTGCGTACCTTTTGTATAATGGGTCAG 4102460 166 rrlC STM3891 4102028 4105021

E,S CTCCAAGGCTAAATACTCCTGACTGACCGATAGTGAACCAGTACCGTGAGGGAAAGGCGAAAAGAACCCCGGCGAGGGGAGTGAAAAAGAACCTGAAACCGTGTACGTACAAGCAGTGGGAGCACGCTTAGGCGTGTGACTGCGTACCTTT 4102445 rrlC STM3891 4102028 4105021

NC_006511.1_Salmonella_enterica_Paratyphi_ATCC_9150 3 E CGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGAG 4126990 151 SPA_RS20130 4126925 4129854

E GATAAGCGGCGGTAAGGTTATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAGGAAAAG 4168948 205 SPA_RS20340 4168870 4171798

E CGTACACGGTGGATGCCCTGGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATACGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGCTTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCAT 4168894 SPA_RS20340 4168870 4171798

NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 3 E,S CGTTAATCGGGGCAGGGTGAGTCGACCCCTAAGGCGAGGCCGAAAGGCGTAGTCGATGGGAAACAGGTTAATATTCCTGTACTTGGTGTTACTGCGAAGGGGGGACGGAGCAGGCTATGTTGGCCGGGCGACGGTTGTCCCGGTATAAGCG 4144867 157 SPAB_RS20130 4143534 4146462

E CGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGAG 4143599 SPAB_RS20130 4143534 4146462

E CTCGTGCTAATCTGCGATAAGCGGCGGTAAGGGGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATCCATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAG 4046835 151 SPAB_RS19650 4046772 4049700

4N Normal AD0755 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 1 66115458 46444766 0.021 GCAACGGATCAAAGGTACTCTGGGGATAACAGGCTGATACCGCCCAAGAGTTCATATCGACGGCGGTGTTTGGCACCTCGATGTCGGCTCATCTCATCCTGGGGCTGAAGCAGGTCCCAAGGGTATGGCTGTTCGCCATTTAAAGAGGTAC 4399121 151 rrlE STM4179 4396611 4399604

5N Normal AD0756 NC_006905.1_Salmonella_enterica_Choleraesuis_SC-B67 3 39594984 21858806 0.36 E TCGTGATTTCATCTCCGGTGGTAGAGCACTGTTTCGGCAAGGGGGTCATCCCGACTTACCAACCCGATGCAAACTGCGAATACCGGAGAATGTTATCACGGGAGACACACGGCGGGTGCTAACGTCCGTCGTGAAGAGGGAAACAACCCAG 288164 173 SCH_RS01280 287215 290243

E CGAAAGCTATTTAGGTAGCGCCTCGTGAATTCATCTCCGGGGGTAGAGCACTGTTTCGGCAAGGGGGTCATCCCGACTTACCAACCCGATGCAAACTGCGAATACCGGAGAATGTTATCACGGGAGACACACGGCGGGTGCTAACGTCCGT 288142 SCH_RS01280 287215 290243

S,E,K GGGGGCTGCTCCTAGTACGAGAGGACCGGAGTGGACGCATCACTGGTGTTCGGGTTGTCATGCCAATGGCACTGCCCGGTAGCTAAATGCGGAAGAGATAAGTGCTGAAAGCATCTCAGCACGAAACTTGCCCCGAGATGAGTTCTCCCTG 4332791 151 SCH_RS21175 4330139 4333066

NC_010102.1_Salmonella_enterica_Paratyphi_SPB7 5 E,K,S CCAGGATGTTGGCTTAGAAGCAGCCATCATTTAAATAAAAGCGTAATAGCTCACTGGTCGAGTCGGCCTGCGCGGAAGATGTAACGGGGCTAAACCATGCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTGGGTAGGGGCGAGATCG 4144596 151 SPAB_RS20130 4143534 4146462

S,E ACCAACCCGATGCAAACTGCGAATACCGGAGAATGTTATCACGGGAGACACACGGCGGGTGCTAACGGCCGTCGTGAAGAGGGAAACAACCCAGACCGCCAGCTAAGGTCCCAAAGTCATGGTTAAGTGGGAAACGATGTGGGAAGGCCCA 4047678 161 SPAB_RS19650 4046772 4049700

E,S GGGAAGGCCCAGACAGCCAGGATGTTGGCTTAGAAGCAGCCATCATTTAAAGAAAGCGTAATAGCTCACTGGTCGAGTCGGCCTGCGCGGAAGATGTAACGGGGCTAAACCATGCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTGG 4047818 SPAB_RS19650 4046772 4049700

E,S TGGGAAGGCCCAGACAGCCAGGATGTTGGCTTAGAAGCAGCCATCATTTAAAGAAAGCGTAATAGCTCACTGGTCGAGTCGGCCTGCGCGGAAGATGTAACGGGGCTAAACCATGCACCGAAGCTGCGGCAGCGACGCTTATGCGTTGTTG 4047817 SPAB_RS19650 4046772 4049700

E CCGGCGAGCGGGCTTTTCTCCCGCTTTATCGTTACTTATGTCAGCATTCGCACTTCTGATACCTCCAGCATGCCTCACAGCACACCTTCGCAGGCTTACAGAACGCTCCCCTACCCATCAACGCATAAGCGTCGCTGCCGCAGCTTCGGTG 2812088 151 SPAB_RS13755 2810470 2813397

6N Normal AD0757 NC_003197.1_Salmonella_enterica_Typhimurium_LT2 2 51254660 32857726 0.12 E ATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATACATAGGTTAATGAGGCGAACCGGGGGAACTGAAACATCTAAGTACCCCGAG 4353250 190 rrlB STM4135 4353187 4356180

E TGGATGCCCTGGCAGTCAGAGGCGATGAAGGACGTGCTAATCTGCGATAAGCGTCGGTAAGGTGATATGAACCGTTATAACCGGCGATTTCCGAATGGGGAAACCCAGTGTGTTTCGACACACTATCATTAACTGAATACATAGGTTAATG 4353211 rrlB STM4135 4353187 4356180

NC_003198.1_Salmonella_enterica_Typhi_CT18 2 E TGAACACGTAATTCATAACGAAGTTTAATTCTTTGAGCGTCAAACTTTTAAATTGAAGAGTTTGAGCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGAAGCTTGCTTCTTTGCTGACGAG 287430 0 0 0 0

E GTGAACACGTAATTCATTACGAAGTTTAATTCTTTGAGCGTCAAACTTTTAAATTGAAGAGTTTGATCATGGCTCAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAACGGTAACAGGAAGAAGCTTGCTTCTTTGCTGACGA 287429 0 0 0 0


