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Figure S2. Gene Level Clustering and Similarity. This figure is a heat map representing the
response of all genes (along the x axis) that respond significantly in at least two cell lines. The
color of each cell represents the direction of response (log fold change greater or less than zero)
and the level of transparency represents the rank of the log fold change within each cell line. Both

cell lines and genes are clustered (using a hierarchical clustering algorithm).



