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Figure S3: Wor4 belongs to the C2H2 Zinc Finger family of proteins and is found across the
fungal domain. (a) Scale model of Wor4, the black box represents the 47aa (amino acids 175-
221) region identified by HHpred as belonging to the C2H2 Zinc Finger family. ELM identified
a similar, although smaller, region (amino acids 186-212) as belonging to the same family. (b)
Phylogenetic tree of 23 fungal species, species with a Wor4 homolog are in black and species

lacking a Wor4 homolog are in grey. Branch lengths are not to scale.



