
Table S2: Plasmids used in this study. 

Description Name Reference 

LEU2 Knock Out pSN40 1 

HIS1 Knock Out pSN52 1 

Arg MTL Knock Out Cassette pJD1 2 

pMET3-blank-SAT1 pADH33 3 

pTDH3-blank-SAT1 pADH57 This Study 

pMET3-WOR1-SAT1 pADH35 4 

pMET3-WOR4-SAT1 pMBL640 This Study 

pMET3-RFG1-SAT1 pMBL639 This Study 

pTDH3-WOR4-SAT1 pMBL707 This Study 

C-terminal CaGFP Source pADH76 This Study 

C-terminal 13x Myc Source pADH34 5 

C-terminal mCherry Source pMBL180 This Study 
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