S1 Table. Primer sequences used in this study

PCR length (bp)

Primer sequence (5-3’)

i1r F |GGATGATAC GGT CTG CTT CG
R [TGG CTG GCAATAAAC AAC AA
499 F |CTACCAGCC CACGCTTCTT
R |AAC CGC AAT CCTACA CAACC
a1 F |ccC CTG GTG TAAAAG GCTCT
R [TTC TGT AAG CAG CAATGT TTG
F |5 741F
1357
R |[F317R
F |z 741F
2995
R

GTG GCT GGACTG GATTIT G




