Supplementary Figure 3 Eckhard et al. 2016

hHHP1_G_1% hHHP2_G_1% hHHP3_G_1%
a 5.5 a 5.5 a 6.5
[ c c
D D D 6
5 o 5 L] o
E E E % E %
F EE F EE F iﬁﬁg
G aszzs & 533 74
H T H " H 5 E
I g9 I gd 1 B
K 4 35 « 4 35 K 35
nS -] 4,5 © -
L R L L L Lm
H I % M < c
N 3.5.5¢ N 3.5.5% N 4 5+
3 2§ P @ P w g
[ g2 gn a 3,5 2
3 Pm 3 L [
R S R Ee R Em
o o o
5 ge 5 g 5 3 Be
=] = =
. 2.5 A 2.5 S =
¥ - v . v 2.5
" H H
¥ 2 ¥ 2 v 2
P& PS P4 P3 P2 P1 P1’ P2° P3° P4’ PS5’ PG” PG PS5 P4 P3 P2 PL P1" P2" P3° P4’ P5’ PG* P6 PS P4 P3 P2 PL P1’ P2° P3" P4" PS5’ PE’
hHHP7_G_1% hHHPE_G_1% hHHPO_G_1%
7 5 18
[ n [
[ C c
6.5
] g D g O s g
E 6 .5 ¢ s E g
w “w “w
F 88 F 88 F 8 SE
G 3 & 53 6 53
H 5.5 g H “ WwR H wg
I 5 B I g I 7 87
K =5 K 5 K =5
L e L 2% L Bh
" asge .53 6 2
N a 5 3 N 5 8 H 5 3
4 e 5 I @ 5 F 5 8 5
] e} a 3 &3 ] e
3.5 8% g g
R g5~ R &~ R [
s i 5 3% s 1 3¢
3 & 8 8
T 5 T 2,5°§ T 5
¥ a5 v v 3
] . H H
¥ ¥ ¥
2 2 2
F& FS P4 P3 P2 F1 F1’ P2° P3° P4’ PS5’ PE" P& PS5 P4 P3 P2 Fl F1° P2" P3° Pa’ PS5’ FE" F6 PS P4 P3 P2 Pl F1’ P2° P3" PA" PS5’ PE’
hHHP12_6_1% hHHPL3_G_1% hHHP14_G_1%

o
o o
2]
&
o

1]
@
&

&
[

-

w ry
o w
Occurence in cleavage sites

in relation to natural abundance
in relation to natural abundance
in relation to natural abundance

Occurence in cleavage sites
Occurence in cleavage sites

w

=
.
o
n
@

9.5 7 L
4.5
. 3.9

3.5

3
3 -

2.5
2 2 2

PE PS5 P4 P3 P2 P1 P1’ P2’ P3’ P4’ P5’ PG’ P6 PS P4 P3 P2 P1 P1’ P2’ P3’ P4’ P5’ PB’ P6 PS5 P4 P3 P2 P1 P1’ P2’ P3’ P4” P5” PB’

“E<C-SWmEaTMEII-CrTHIOMMEOD
= ECc=-WRLIVTIrAHAIOTIMEOD
“ L -NO O TEICNRNIOMMOOD

Supplementary Figure 3. Specificity profiles of MMPs 1, 2, 3,7, 8,9, 12, 13, and 14 using GluC-generated human
peptide libraries. Identified cleavage sites are summarized as heat maps showing fold-change over natural abun-
dance. P6 to P6’ subsite positions are shown on the x axes with the identified cleavage site between P1 and P1'.
Plotted amino acids are indicated on the y axes with single-letter codes. Please refer to Supplementary Figure 3
for corresponding results using GluC-generated peptide libraries.



