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Protein Exons Genes PC (%) Intron-cont. Intron-less ncRNAs (%)

SRSF5-GFP| - ‘l SRSF1 42209 8656 89.74 7632 136 10.26
-PABPN1D - | SRSF2 51317 9178 9231 8382 90 7.69
a SRSF3 43613 9142 9247 8324 130 753
o(_SRS,:7|. - | SRSF4 49436 8412 9028 7458 136 9.72

SRSF5 42256 8915 90.56 7978 95 9.44
SRSF5-GFP; IP: a-GFP SRSF6 53939 9199 9119 8254 135 881
SRSF7 48253 8840 91.05 7906 143 8.95
NXF1 48253 5781 8519 4814 111 14.81

Binding in ncRNA biotypes
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