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$4 Fig. Comparison of amino acid sequence of parC. The amino acid sequence for the reference strain NSUI060 is shown at the top.
Dots represent conserved regions, the scale at the top represents amino acid sequence position. MICs in ug/mL to enrofloxacin for
each strain are shown to the right of the figure.




T TR e [ Er o r [ r [ E e U Er U rar [T r [ E [ U U r e N E [ r [ r e [ rr e U e [ ra [ r e [ rr e [T ar | n e v [ re [ erer [ rrre [ rran [ rrer e eeerreeyrene vy

:|I 210 220 230 240 250 260 270 280 250 300 310 320 330 340 350 360 370 380 330 400 MIC
NSUI060 GZDETRRAYETGRGRVVVRSRCETEQLRAGRRQTVITETPYEVNRAVLVRRIDDVRVNNRY DEQTIINYLYRYTDLQINYNFNMVATDONFTPRQVGLORILSSYTAHRRETTTARSKFDRERAERRLHIVEGLTRVISTLDEVI AL TRASENKADEARENLRVSYDFSE 05
NSUT0O01|- - - - . e e e e e e e iaiaeaaaeaeae s e e e e e e e e e e e e e e e e e e e e e e e e e e et e e e e et 1.0
ST TG |« = = = = = =« « o s m w e m s a m c m s mamsmcmess s asmscsmeassssasasssssassssssssssssmsssssssmssssasocssssnnsmsssunase s a s c s m e e w e m s e m s mom e w e s womsa s mswamamswsowsomsmmmamauaaseoawaaoaswoamooaaaawaaasmaaamswaaa e 0.5
ST T L2 |« = = =« m s« s m w e m s n mc mcmsmsmcmss s asmscsmemssssasasmssmcasassssssssscmsacecusmnmsma s e ma s wm o ms s wa s mows e am e s w e e wsowma e e s momwwaw e momsasmswmmmswsomnomsmmmamoaueoasoawaaaswoamooaaaswaaasmaoaamswaaaa 0.5
D 1 5 < s 1.0
I Fa 1 0 T I T T T T T T T T T T T T I T T T T T R T T T I T T I I T T I 1.0
1 Fa o L e T I T T T T T I I T T T T T T I T T T T I T T L 1.0
ST TO3 7 |« = v = s m e w e e e e e i e e i i e e m e m s m s w s m s o mc s ms s asmemsamsmsssssmssscmsss s s s sms s ma s o s ma s mmwms s w e mow s sm e s w e e wsowma e e s momwwaw e omomsamswamamswsomsomsmommamauaoaseoawoaaoaswoamoaaeawaamsmaoaamswaaa e 1.0
ST T3 |« = =« s m e v v e e it e e i i i i e et e s m e s m e o amc s ma s w s s memc s msms s s ma s s s e s om s womsmsmoaaeamawwmmos s wa s om ot w s w e e w s mawm s momwwn w e momsamswmmamswsomsomsmoommamauaoasawoaaoaswoamooaaaawaaasmaoaamswaaana 1.0
D - ' T T N T N NS 1.0
D 1 o 1.0
D 11 05
D 1 05
NSUIO043|. 05
NSUIO44 05
NSUIO45|--- - 05
D 1 - 05
D 11 S 05
D 1 - 1 05
D 1 05
D 1 1= T T S 0.5
D 1 1= 1 T T TS 0.5
D 1 1= T T 0.5
D 1 1= | 0.5
D 1 1 T TS 1.0
D 1 1. 1 0.5
D 1 1= 0.5
T 1 1= 0.5
D 1o = 1] T T 0.5
ST TG« = = = = m =« « s m w s m s a mc m s msmsmsmes s asmscsmeassssasasesssasasssssassssmsssssnsmsssnmascsme s nm s me e w e mows s w s w e e swsowma e e s momwwoaw e momsamswmmmawsomsomsommmamoaueaseawoaaaswoamoaaaawoaamsmaaamswaaa e 0.5
ST TGS |« = = = = m =« « s m w e m s e a m e m e mamamemms ms s mec s asmsmw e msome o msmoameomaswsomesowoswwomsmosmoaweomoawwmwmosm s w e mows s w s w e e w s ma e m s momww e w e momsamswmomamswosomsomsomomsmamaueoaseawaaaswoamooaaaawaamsmaaamswaaa e 0.5
D = = = e s ST 1.0
NSUIOEB|- 05
NSUIOES 05
NSUIOTO - - - - 1.0
D 1 05
D 1 1 = 05
D 1 10
D 1 - 1 10
D 1 -7~ e 10
D = -1 ' e T T T T NS 20
D = -1 ' T T TN NS 05
D =1 17 05
ST T O3« = =« m e v e m w e m s e n m e m s mamamcmms msasm e mome o m s m o msomoeoamsmoamsoaaswsomesow s owomsmsmoaweomoa s wmwmomm s w e mow s w s w e e w s m e e s momww e w e omoms e smswommmswsomsomsmmmamoaueoaseawoaaaswoamooaaaswaamsmaaamswaaaaa 0.5
ST T D G - = =« m s e e m w e m s am e m s mamamcmms msasm e mome o m s msomoeoamsmoamsomaswsomesowoswowomsmosmoaweomoawwmowmosm s w e omow s w s w e e w s ma e e s momww o w e moms e smswmommswsomsmsmommamoaueoasoawoaaoaswoamoaaaawaamsmaoaamswaaa e 0.5
ST T GG |« = = = = m =« « o s m w e m s = a mc m e msmsmcmess s asmscsmemssssasasessmsasasssssassscmsacecusmnm s ma s e ma s wm o msmoswwa s mows e sm e s w e e w s ma e e s momwwnw e momsamswammswosomsomsmmmamoaueoaseoawaaaswoamoaaaswoaaasmaaamswaaa e 0.5
ST T G 7 |« = = = = m e w « o s m w e m s a m e mcmsmsmcmess s asmscsmemssssasasssssasassssssssssmsssssssmsnssasocsmssnmsmensu e e s e m e s w e e w s maea s mom e w e womsamswammswsomsomsmoommamaueaseawoaaaswoamooaaaawaaasmaaamawaaa e 0.5
ST T GG - = = =« m e e c e  m w e m s mm m e m s mamamcmms mswmm s mome o ms o sasmsomoeowmsmamaoaaswsomwesow s owomsmosmoaweomoa s wm o mom s wa o m ot e s w e e w s owma e e s momww o w e womsamswmmamswsomsmsmommamauaoasawaaaswoamoaseawaamsmaoaamswaaa e 1.0
ST T L0 |« = = = = = =« = = s @ w e m s = a w c m s mamsmsmess s asmscsmeassssasasssssasassssssssssmsssssssmssssssosssssssmsssssasessasasssssasssssamsssssasesssssessssasesssnsasesncasemeaaeeeneateaeauaeaneateeaecaeceeeeeneeaaw 0.5
ST T L2 |« = = = = m s« m w e m s = a mcmcmsmsmcmess s asmscsmeassssasasssssasassssssssssmsssssssmssssssocssssnmsmsssssasesscasanssuna e e w e wma e a s eaww e weswomsasmswamaaswsowsomsmammamauaaseoawaaaswoamoaaaawaaasmaaamswaa e 0.5
=1 1€ 1< | 05

S4 Fig. Comparison of amino acid sequence of parC. The amino acid sequence for the reference strain NSUIO60 is shown at the top.
Dots represent conserved regions, the scale at the top represents amino acid sequence position. MICs in pg/mL to enrofloxacin for
each strain are shown to the right of the figure.



=

=
NSUIQE
NSUIOO1l
NSUIOOE
NSUIOl2
NSUIO33
NSUIO34
NSUIO35
NSUI037
NSUIO38
NSUIO3%
N3SUI040
NSUI041
N3SUI042
N3SUI043
N3SUI044
N3SUI045
N3SUIO46
N3SUI047
N3SUI048
N3SUI049
NSUIO0S0
NSUIOS1
NSUIOS2
NSUIOS3
NSUIOS4
NSUIOSS
NSUIOSE
NSUIOST
NSUIOEL
NSUIOE3
NSUIOES
NSUIOEE
NSUIOES
NSUIOES
NSUIOT0
N3SUI072
NSUIO075
NSUI077
NSUI078
NSUIO082
NSUIO088
NSUIO0B89
NSUI0S92
NSUIO0S93
NSUI054
N3SUIOS6
NSUIO0S7
NSUIOSS
NSUI1l00
NSUIl02
NSUI103

410 420 430 440 450 460 470 480 450
AIVILGLYRLTNTDIVILENEEARLREQIQTLAAIIGDERTMENLMERELREVREGFCGNPRLSELGDGAETIEIDTASLIVEEETEVSVTIRE

500 510 520 530 540 550 560 570 580 550
GYIRRTSPRSFNASTLEEMGERDDDQLIE.

S4 Fig. Comparison of amino acid sequence of parC. The amino acid sequence for the reference strain NSUI060 is shown at the top.
Dots represent conserved regions, the scale at the top represents amino acid sequence position. MICs in ug/mL to enrofloxacin for
each strain are shown to the right of the figure.
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S4 Fig. Comparison of amino acid sequence of parC. The amino acid sequence for the reference strain NSUIO60 is shown at the top.
Dots represent conserved regions, the scale at the top represents amino acid sequence position. MICs in pg/mL to enrofloxacin for
each strain are shown to the right of the figure.
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