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Supplementary information, Figure S2. CNV deduction using bulk RRBS data of HepG2 cells

(A) The strong biases of sequencing depth on GC content and Mspl-digested fragments are eliminated
after normalization. The resolution is 10-megabases when calculating the GC content and number
of unique mappable Mspl-digested fragments.

(B) Sensitivity and specificity of CNV deductions determined from HepG2 bulk RRBS data at
different resolution levels.

(C) Copy number variation deduction results of HepG2 bulk RRBS data at different resolution levels.



