
 

 

>shark TAAR S1a 
LCYESVNGSCPRAIRSTGVRITLYLLAVLAILVTLFGNMLVIISIAHFKQLHTPTNYLVF 

SLAIADFLLGCIVMPYSLIRSIESCWYFGILFCKLHTSFDLVLCAASIIHLCCISVDRYY 

AVCDPLKYKTTITVSTVLIMICLSWALSFLVGFVIIFLELHLIEIKDFYYHEIACFGGCT 

LMMGKVCALVYSTISFYFPAFIMVCIYTKIYLVAKKQARTINNLSRKVQPINEGNSIASQ 

RSERKAAKTLGIVMGVFILCWSPYFVCDSIEPFIKYSTPPVLFDAFFWVGYLNSTFNPMI 

YGFFYSWFRKALKIILTCKIFAPDSSRINLF 

 

>shark TAAR S2a 
MNSINLENSEDLQYCFEFNMSCPKSIRSTTTTVTMYIFITISIVITILGNSVVMISILHF 

KQLQTPTNYLVLSLAFVDFLMGFFVLPFSMVRSVETCWYFGDTFCDIHSTLDVVLTTVSI 

YNLCFIAIDRYYAVCEPLLYSIKMTLPMTALIITLNWLFAIIYGSCVFLSEFTKKASGHY 

RTTISCKGSCIEYRFGGHMDALIVLFIPTFIILGIYLKIYFVQRKHARKIGNMPNNINSK 

EEINVRVLQTKEKTAAKNQGVVMGIFVLSWLPFYLSSIINPYLNFATPPILFEAFTWFGF 

FNSAFNPVLYAFFYPWFRTALKSILTCQILRPESSIMNLFPE 

 

S3 Fig. TAAR signature motifs found in the two elephant shark (Callorhinchus milii) TAAR protein 
sequences. The TAAR motif regions are highlighted with yellow. The seven transmembrane regions 
predicted by Phobius (Kall et al., 2007) are indicated with underline. 
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