HLA-DRA in Chinese Parkinson’s disease patients

124 potentially relevant
studies identified form
databases

81 were excluded through
title and abstract review

h 4

43 were retrieved for more
detail evaluation

24 did not fulfill incusion
criteria

h 4

19 were appropriate and
assessed the details

2 lacked allele-G frequecies
of rs3129882
 J 3 had duplicated data

14 were includied for meta
analvsis
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Supplemental Data 1. The procedures of study selection for meta-analysis.
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Supplemental Data 2. The genotypic analysis of rs3129882 at HLA-DRA in Chinese population.The direct DNA
sequencing analysis showed that rs3129882 at HLA-DRA is heterozygous in PD and healthy control. The rs3129882
genotypes contains A/A, G/G and G/A.
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Supplemental Data 3. Sensitivity analysis of the association between rs3129882 and PD in Chinese and Caucasians
populations. The omitted studies were listed in the vertical axis and their OR values were shown in horizontal axis.
Each plot was draw according to the pooled OR without the omitted studies. The 95% confidence interval was
represented by the two ends of every broken line.
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Supplemental Data 4. Begger's funnel plots of the association between rs3129882 and PD in Chinese and
Caucasians populations. Each plot was draw according to the OR and s.e. of. logor values of the represented
study. The OR means the odds of having the rs3129882 allele G for individuals with PD in relation to the odds for
individuals without PD. The represented studies were listed in Table 3 and the meta-result was in Figure 1. S.e. of.
logor, natural logarithm of OR; Horizontal line stand for the magnitude of effect.
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Supplemental Data 5. Sensitivity analysis of the sub-meta-analysis in Caucasians population. The omitted studies
were listed in the vertical axis and their OR values were shown in horizontal axis. Each plot was draw according to
the pooled OR without the omitted studies. The 95% confidence interval was represented by the two ends of every
broken line.
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Supplemental Data 6. Begger’s funnel plots of sub-meta-analysis in Caucasians population. Each plot was draw
according to the OR and s.e. of. logor values and represented one study. The OR means the odds of having the
rs3129882 allele G for individuals with PD in relation to the odds for individuals without PD. The represented stud-
ies were listed in Table 3 and the meta-result was in Figure 1. S.e. of. logor, natural logarithm of OR; Horizontal line
stand for the magnitude of effect.
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Supplemental Data 7. Sensitivity analysis of sub-meta-analysis in non-GWAS studies. The omitted studies were
listed in the vertical axis and their OR values were shown in horizontal axis. Each plot was draw according to the
pooled OR without the omitted studies. The 95% confidence interval was represented by the two ends of every

broken line.
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Supplemental Data 8. Begger’'s funnel plots of sub-meta-analysis in non-GWAS studies. Each plot was draw
according to the OR and s.e. of. logor values and represented one study. The OR means the odds of having the
rs3129882 allele G for individuals with PD in relation to the odds for individuals without PD. The represented
studies were listed in Table 3 and the meta-result was in Figure 2. S.e. of. logor, natural logarithm of OR; Horizontal
line stand for the magnitude of effect.





