
 

 

 

 

 

 

 

 

 

 

Supplemental Figure 1. Purification of Recombinant ACT. 

Polyacrylamide gel of cell lysate (lane 1), and elution fractions with increasing imidazole concentrations (lanes 2-4) and size marker (M). 

The arrow marks the position of the purified ACT protein of ~51 kD.  
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Supplemental Figure 2 HPLC Chromatograms of 
Leaves and Droplets of Control and ACT and ACT-
DTX18-Expressing Potato Plants. 
A,B,C,D: Representative HPLC-MS total ion 
chromatograms of plant extracts of leaf disks or 
inoculum from control (wild-type and empty vector) 
and transgenic plants one day after infection by P. 
infestans. A: leaf disks of control and ACT-
expressing potato plants (lines B, H, M, Z) B: 
inoculum of control and ACT-expressing potato 
plants (lines B, H, M, Z), C: leaf disks of control and 
ACT-DTX18-expressing plants (lines D, K, N, X), 
D: inoculum of control and ACT-DTX18-expressing 
plants (lines D, K, N, X). E,F: HPLC-MS extracted 
ion chromatograms of leaf disks (E) or inoculum (F) 
from Phytophthora infestans-infected ACT-DTX18-
expressing potato plants, wild-type plants and 
empty vector controls. Two representative EICs are 
shown for each plant line. 
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Supplemental Figure 3. MSMS of Hydroxyl Cinnamic Acid Derivatives.  
Candidate precursor ions of HCAAs (A: agmatine, B: putrescine, C: spermidine, D: 
tyramine conjugates) were selected based on their accurate m/z obtained in LC-MS 
metabolite profiling measurements. MSMS was performed on plant extracts from 
ACT-DTX18-expressing lines. Precursor ions were isolated at the respective 
retention times and fragmented by CID with nitrogen as collision gas and 10 and 20 
eV collision energy. Neutral losses and fragment ions were annotated to structures of 
HCAAs as indicated in the MSMS.  

 

Supplemental Data. Dobritzsch et al. (2016). Plant Cell 10.1105/tpc.15.00706

11




