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Fig. S1. Redox state of CypD, Trx2 and Trx1 in HeLa cells

A. HeLa cells (5 x 10°) were treated for 18 h in the following conditions: Cnt, 3 mM NAC, 15 pM
AF, 20 uM ATO and 20 uM CDNB. Cells, washed with cold PBS, were rapidly derivatized first
with 10 mM IAM and then with 30 mM IAA as described in Methods.
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Fig. S2. siRNA silencing of TrxR2 in HeLa cells

HeLa cells were transfected with 40 nM (c) 80 nM (d) of TXNRD2 siRNA (target sequence
GAAAGAGAUUCUGCUGUCA) and 40 nM (e) and 80 nM (f) of TXNRD2 siRNA (target
sequence GCCGAUCACAUCAUCAUUG). (a) mock-treated control; (b) siControl-non targeting
SiRNA. Panel A. CypD and Trx2 redox state, TrxR2 protein level and GAPDH as loading control of
TrxR2. For CypD and Trx2 redox state detection, HelLa cells were derivatized with IAM/IAA
method after sSiRNA treatment. Panel B. Densitometric analysis of TrxR2 proteins level after

treatment with the indicated concentrations of siRNA.
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Fig. S3. Co-immunoprecipitation of CypD with Trx2 and Prx3 utilizing antibody anti-CypD.

Pre-reduced rat heart mitochondrial matrix (200 pg protein), was immunoprecipitated with antibody
anti-CypD, as described in Methods. The pull down was separated by SDS-PAGE, followed by
Western blotting with anti-Trx2 and anti-Prx3 antibodies. 1B: immunoblot. A: co-
immunoprecipitation of anti-CypD with Trx2; B: co-immunoprecipitation of anti-CypD with Prx3

with the control (C). Input: aliquot of heart mitochondrial matrix (10 pg protein).
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