
Supplementary Figure S2 Single-cell quality control on agarose gel and by RNA-seq. (A) Pooled single-cell cDNAs are amplified by PCR and
loaded on 2% agarose TAE gel for QC. Equal cDNA broad smear is expected from 0.2–5 Kb range. (B) Epithelial and stromal cells from two biopsies
were sequenced on one Illumina HiSeq2000 lane. Stromal cells from late secretory biopsy were cultivated and analysed in parallel (pointed by arrow).
The description of all measured RNA-seq QC parameters are described in https://github.com/shka/STRTprep.
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