
38 Proteins of NF/N with volume spot variation ≥10%
Analysis with medium confidence (0.400)
147 observed protein-protein interactions
5.35e+1 expected protein-protein interactions 
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B 37 Proteins of TF/T with volume spot variation ≥10%
Analysis with medium confidence (0.400)
111 observed protein-protein interactions
4.19e+1 expected protein-protein interactions 

S4 Fig. Network of predicted associations for all the differentially expressed proteins identified 
by 2-DIGE. The STRING analysis of the protein-protein interactions was performed using proteins 
with spot variation ≥10% in NF/N (A) and TF/T (B) comparisons. 


