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S11 Fig. FSK-treated MDA-MB-231 cells show a different expression of glutamine metabolism-
related genes as compared to untreated cells. The expression of genes related to the glutamine
metabolism was performed in MDA-MB-231 cells daily treated with DMSO or FSK after 48h and 72h
of cultivation in LG. mRNA expression of glutamine metabolism-related genes was analyzed by
gPCR. mRNA expression levels in FSK-treated cells are reported as fold change with respect to the
amount of relative mRNA expressed in untreated cells, using p-actin mRNA as internal control. All
data represent the average of at least three independent experiments. Student's t-test (*p<0.05;
**p<0.01; ***p<0.001; n.s., not significant).



