Supplementary Table S1. Relationship between expression of AKT1, B-TrCP, Twistl, and E-

cadherin in surgical specimens of breast cancer.

AKT1 Expression

-/ + ++ +++ Total P value

B-TrCP —/+ 15(14.4%) 8(7.7%) 1(1.0%) 24(23.1%)

++  7(6.7%) 17(16.3%)  5(4.8%)  29(27.9%)

+++  1(1.0%) 8(7.7%) 42(40.4%)  51(49.0%)
Total 23(22.1%)  33(31.7%)  48(46.2%) 104(100%) P =0.0001
Twistl —/+ 6(5.8%) 9(8.7%) 13(12.6%)  28(27.2%)

++  21(20.4%) 3(2.9%) 17(16.5%)  41(39.8%)

+++  18(17.5%) 7(6.8%) 9(8.7%) 34(33.0%)
Total 45(43.7%) 19(18.4%)  39(37.9%) 103(100%) P =0.018
E-cad —/+ 12(14.5%) 7(8.4%) 3(3.6%)  22(26.5%)

++  5(6.0%) 9(10.8%)  14(16.9%) 28(33.7%)

+++  4(4.8%) 10(12%) 19(22.9%)  33(39.8%)
Total 21(25.3%)  26(31.3%)  36(43.4%) 83(100%) P =0.002

Pearson chi-square test was used to evaluate the correlation between AKT-1, B-TrCP, E-
Cadherin, and Twist (SPSS software). A P value < 0.05 was set as the criterion for statistical

significance. E-cad, E-cadherin.



Supplementary Table S2. Antibodies used in Western blotting and immunoprecipitation.

Antibody Company Catalog
Number

Flag Sigma F3165
HA Roche 11666606001
Twist Santa Cruz Biotechnology C-19
AKT1 Cell Signaling Technology 2938
p-(Ser/Thr) AKT substrate Cell Signaling Technology 9611
pP-RXRXXS/T Cell Signaling Technology 9614
p-AKT(S473) Cell Signaling Technology 9271
E-cadherin BD Biosciences 610405
a-catenin BD Biosciences 610194
N-cadherin BD Biosciences 610921
fibronectin BD Biosciences 610077
vimentin Santa Cruz Biotechnology 10AG2
a-tubulin Santa Cruz Biotechnology B-5-1-2
ubiquitin Santa Cruz Biotechnology PAD1
HRP anti-Mouse IgG e Bioscience 18-8877-31
HRP anti-Rabbit 1gG e Bioscience 18-8816-31
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Supplementary Figure S2
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Supplementary Figure S3
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Supplementary Figure S4

A C
Twist1 WT Twist! WT+R-TrCP ce e Resveratrol
CHX(h) 0 2 4 6 8 10 0246 810 = o =
HA = — A — - T g cdBE2EcdE2 &5 2wM
B-TrCP
73
Tubulin % -
B Twist1 WT Twist! WT+si-TRCP
oom 024550 o2asen P
Hela
D Time (h) after double thymidine release
GIS S G2Mm  Gi Gs S @g2Mm Gt
= £t & c b cccccS&S
cBEES555§588 oBE&SE56§529F 1 e
. 3 Y
; 25 w
25 1L 25 w '
m_—— e mmmeceeeee: —LI *
o 1h
cyclinB1 o c
s0 5 l 2h
. 50- 50- n 4h
cyclin E1 §
| |en
o RERBOSEEEE -~
F Bh
o Y I
is!
= 14h
L o
siCTRL sip-TrCP
E IJ asyn
Time (h) after thymidine/nocodazole release
2 Y el = £ £ 0
2 sk nm e D N o Y wS o i wacli il oo B o | b — |
o m — © 5 0 0 — — o m — o 5 W0 o - — _1 30'
25- w2 i
25 = 5
w = w |
75- - _11 4h
cyclinB1
s0- 50- "l 6h
CYdinE 50‘_ 5Eh_ -
‘ 10h
B-Trcp SD_ 4 |
St ‘ 12h

siCTRL

Sif-TICP

i)
=
e
=



Supplementary Figure S5
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Supplementary Figure S6
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Supplementary Figure S7
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Supplementary Figure S8
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Supplementary Figure S9
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