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Hewitson et al., Supplementary Figure 2 

Method: Neighbor Joining; Bootstrap (1000 reps); tie breaking = Systematic
Distance: Uncorrected ("p")

Gaps distributed proportionally
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Hewitson et al., 
Supplementary Figure 3 

Method: Neighbor Joining; Bootstrap (1000 reps); tie breaking = Systematic
Distance: Uncorrected ("p")

Gaps distributed proportionally
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