
Parameter Definition/source Rever. model Irrev. model Units

e0 916 ppm * 1.0 (stimulated) 1.0 (stimulated) µm

f0 202 ppm * 0.57 0.57 µm

g0 114 ppm * 4.6 4.6 µm

[GTP] Traut (1994) 305 305 µm

[GDP] Traut (1994) 36 36 µm

k1 Klebe, Prinz, et al. (1995) 74 74 µm
−1 s−1

k2 Klebe, Prinz, et al. (1995) 55 55 s−1

k3 Klebe, Prinz, et al. (1995) 21 21 s−1

k4 Klebe, Prinz, et al. (1995) 11 11 µm
−1 s−1

k5 Klebe, Prinz, et al. (1995) 100 100 µm
−1 s−1

k6 Klebe, Prinz, et al. (1995) 55 55 s−1

k7 Klebe, Prinz, et al. (1995) 19 0 s−1

k8 Klebe, Prinz, et al. (1995) 0.6 0.6 µm
−1 s−1

kase Klebe, Bischoff, et al. (1995) 2.1 2.1 s−1

Km Klebe, Bischoff, et al. (1995) 0.43 0.43 µm

Kd
1 k1(k6k8[GTP] + k4(k6 + k7)[GDP]) 2.91 × 106 2.36 × 106 µm

−1 s−3

Kd
2 k4k5k7[GDP] 7.52 × 105 0 µm

−1 s−3

K
g
1 k1k3(k6 + k7) 1.15 × 105 8.55 × 104 µm

−1 s−3

K
g
2 k5k7(k2 + k3) 1.44 × 105 0 µm

−1 s−3

Kt
1 k1k3k8[GTP] 2.84 × 105 2.84 × 105 µm

−1 s−3

Kt
2 k5(k8(k2 + k3)[GTP] + k2k4[GDP]) 3.57 × 106 3.57 × 106 µm

−1 s−3

K0 k6k8(k2 + k3)[GTP] + k2k4(k6 + k7)[GDP] 2.38 × 106 1.96 × 106 s−3

K1 Kd
1 + K

g
1 + Kt

1 3.31 × 106 2.73 × 106 µm
−1 s−3

K2 Kd
2 + K

g
2 + Kt

2 4.47 × 106 3.57 × 106 µm
−1 s−3

kfwd k1k3k6k8[GTP] 1.56 × 107 1.56 × 107 µm
−1 s−4

κ
k2k4k5k7[GDP]
k1k3k6k8[GTP] 2.65 0 —

Ks
K0

(K1κ+K2) 0.18 0.55 µm

* Relative abundances were obtained from the ‘Human, PaxDB integrated dataset’ in the PaxDB database (Wang et al. 2012). An estimate of 3 × 106 proteins per

µm3 is given by Milo (2013). This gives an estimated total protein concentration of 3×1024

6.022×1023 ≈ 5 mm (1 ppm = 5 nm).
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