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A) 

	  
B) 
	  
>tr|A0A0E9GCV6|A0A0E9GCV6_CHLTH Pantothenate kinase OS=Chlamydia 
trachomatis GN=coaA_2 PE=3 SV=1 
MTLPFSAAEQAHSPISPSYTHRSTPLSTFMPISSTQWRALAATTELPLTDKDVRALAALG 
DPIGIAEADAIYRPLSALMQMYARHTGQLMSESHSFIGLPEHRTPWIIGIAGSVAVGKST 
AARLLRELMRRWPQTPHVDLVTTDGFLYPNATLTKHGLMDRKGFPESYDRHALLNFLSAV 
KSGVGNLHVPVYDHISYDIVPGKWITVDNPDVLIVEGLNVLQPPRMSSSDGEFRAVSDYF 
DFSIYLDAPEDALEQWYMDRFRNLRKTAFTNTNSFFRSYANLSDEEADNTARRLWRTINL 
PNLRENVAPTRSRATIILTKGADHSVETIYLRKL 
	  
>tr|A0A0E9G7P6|A0A0E9G7P6_CHLTH DNA/pantothenate metabolism 
flavoprotein OS=Chlamydia trachomatis GN=coaBC_1 PE=4 SV=1 
MNSFDTYPSQHKLEDISHSHRTIVVGVTAGIAAYKIPQLIRELRACRYTVNVVPTRASLD 
MVGAVTWEAISANPVYCDVSDNAADVTHVRIGESADLFVIAPATANTIAKLAHGIADNLL 
TATALVVKCPVVIVPAMHTQMWEHPATQANIATLKNRGVIVLGPECGRLTGSDSGMGRMK 
EPHDIAAACISILEGNDFFEASEDGSNPHSSDTPSRDSSLSDRKDMQGVRYAISAGGTHE 
PIDPVRFIGNKSTGMMGIALANEAAQRGAAVTLVGAHLASDVLASVDPRIHYCSVETACE 
LHEAMNNLAAETDVIIMSAAVADYRPERVASEKLKKTEGTLESLRLVQNPDILSELAHHR 
RRSNQIVVGFAAETGSVEHTALEYGILKAQRKGADLMIVNQVGDNIGFGNVATSVTILDS 
AGKCLAAAHGTKPDVAHTIIDTISSVIRGRSASPAATVQEKND 
	  
>tr|A0A0E9EEU1|A0A0E9EEU1_CHLTH Phosphopantetheine adenylyltransferase 
OS=Chlamydia trachomatis GN=coaD_2 PE=3 SV=1 
MNTEISHVVVPGTFDPITLGHLDVIRRARKMFPQVSVAVALSARKNETGTTFSLEHRVEM 
VRASLDEAHLSDVNVYPFEGLLVQFVKSIGAQAVVKGLRAMTDFEYELQQSDLNTRMNPD 
IESIYVMSNPKYGFISSSVVREIASMGADVSMMVPSCVLQHLYNK 
	  
>tr|A0A0E9DRR7|A0A0E9DRR7_CHLTH Dephospho-CoA kinase OS=Chlamydia 
trachomatis GN=coaE_1 PE=3 SV=1 
MTQIHMGGASADLLRPFVIPTDRALLVGLSGGIGSGKSSVATAFASLGAVVADADAIARE 
VVEPGSVGLRRIEEVFGDAILNDDGTLNRGALAQKVFTDASARKTLEAITHPLIAERSRQ 
ILSTAQPGNIALYDVPLLTEQHMHNQFDAVMMVDVPLDIRLSRLQARGMTIDEARKRIAS 
QANSDERRAICHIWITNTGSLVDLQRLVATVHAQWLTNSGTTGSPTGR 
	  
C) http://www.uniprot.org/ 

Supplementary Data 1. Coenzyme A synthesis pathway in C. trachomatis (Ct). A) 
Coenzyme A synthesis pathway in C. trachomatis. B) FASTA sequences of the enzymes 
involved in the pathway. C) URL link to the Uniprot website from where the sequences 
were obtained. 
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