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Figure S1: Fuison transcript detection results for type-1A synthetic datasets.

true detected positives, among them IE-type and BE-type fusions are shown in solid and slashed rectangles. The total

numbers of fusion detections are shown on top of the bars. (A) results for read length 50 bp (B) results for read length

75 bp.
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Figure S2: Precision, recall and F-measure for type-1A synthetic data. Results for read 100 bp & 100X are marked as

red star.
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Figure S4: Precision, recall and F-measure for type-1B synthetic data. Results for read 100 bp & 100X are marked as

red star.



>

read 75bp
Number of true positives

read100
Number of true positives

-
o
3

B

-
5
S

2
%

7% PP & g

» 2

100% 7 % R o

7 / / & , S

/ /4‘9 /47 ; D y 7

m% é ,'98’ % /29 ; /"6 > é‘u %
/ 7 7 7 Yy e 7 7
/ / / LY / / 7 / s /

: i - B B e _

40 - : / %25

7/ ’N}w % C)

- éu %47 f o 48 ;'& Z“ ?w

307/ % % %3] / %45 R

40

20

[

61

49

0

1

31

IE A, -

1

SOAPfuse

FusionCatcher

chimerascan

PRADA

FusionMap

TopHat-Fusion

100X+BG
= 100X

=BG

100X+BG
= 100X

"BG

Figure S5: Fuison transcript detection results for type-2, type-3A and type-3B (lung sample) synthetic datasets on lung
sample. The y-axis bars show the number of true detected positives, among them IE-type and BE-type fusions are
shown in solid and slashed rectangles. The total numbers of fusion detections are shown on top of the bars. (A) results
for read length 75 bp (B) results for read length 100 bp.



1.0

0.8 —

0.6 —

0.4

0.2

0.0

puoisng
a.l4-seoysmous
uoisnqyealqg

2o dgdepy
uoisn4—jeHdo|
depyuoisng
asn4ap

vavdd
ueoselaw|yo
1duogoug

v44vr
Jayojeguoisn4

9snidvOS

1.0

0.8

0.6

0.4

0.2

0.0

puoisng
dL4-ssoysmous
uoisn4yea.g
aoldgdepy
uoisn4-jeHdop
depyuoisn4
asn4ap

vavdd
ueoselawiyo
1dogo1g

v44vr
Jayojeguoisn4

asNidvOos

1.0

0.8 —

0.6 —

0.4

0.2

0.0

puoisn4
a.l4-seoysmous
uoisn4yealig
aoldgdepy
uoisn4—jeHdo|
depyuoisng
asn4ap

vavdd
ueoselaw|yo
1duogoug

v44vr
Jayojeguoisn4

asnidvos

Figure S6: Precision, recall and F-measure for type-3B (lung sample) synthetic data. Results for read 50 bp are marked

as red star.
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Figure S7: Fuison transcript detection results for type-2, type-3A and type-3B (lung sample) synthetic datasets on (A)
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y-axis bars show the number of true detected positives, among them IE-type and BE-type fusions are shown in solid

and slashed rectangles. The total numbers of fusion detections are shown on top of the bars.



Skeletal myocyte sample

Parathyroid sample

1.0

0.8

0.6

0.4

0.2

0.0

1.0

0.8

0.6

0.4 —

0.2

0.0 H

puoisny
QL14-seoysmous
uoisngxeaig
ooldsdep
uoisn4-yeHdo|
depyuoisng

asn4ap

T cell sample

vavdd
uBOSEIOWIYD
yduogong
v44vr
JayojepuoIsny

9snidvOos

puoisng
QL14-seoysmous
uoisndxeaig

9ol dsdep
uoisn4-yeHdog
deuoisny
asn4ap

vavdd

Bladder sample

UeOSEIaWIYD
1duogoug
v44vr
Jayoyeguoisng

9sndvos

° L]
oe
°
L J
L J
L J
o0
° oo
° o
o ®
T T T T T I
o © © < o o
- S [S) o <] [S)
L] (1)
L]
e o
[ ]
o
e o
L _J
o
o
L ]
LN )
-
T T T T T I
o © © < o o
- <] [S) <) <] [S)

puoisng
d14-seoysmoug
uoisnJyeaig
ao|dgdepy
uoisn4-jeHdo|
depyuoisn4
vavydd
ueosEIoWIYD
1duogoug
v44vr
Jayorepuolisng

asnidvos

puoisng
dL1d4-seoysmous
uoisngxeaig
aoldsdepy
uoisn4-yeHqdo|
deuoisng
asn4ap
vavdd
ueoSseIaWIYD
1duogoug
v44vr
Jayoyeguoisng

asnjdvos

Figure S8: F-measure for type-3B synthetic data on (A) Parathyroid sample (B) Skeletal myocyte sample (C) Bladder

sample and (D) T cell sample. Results for read 50 bp are marked as red star.
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Figure S9: Distribution plots for alignment performance and similarity across tools for type-1A synthetic data with
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Figure S11: Precision-recall curves of top 3 performing tools and meta-caller. (A)-(B) Type-1A synthetic data with
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Figure S12: Precision-recall curves of top 6 performing tools and meta-caller. (A)-(C): Type-1A, type-1B and type-3B
(lung sample) synthetic data with 100X coverage and 100, 100 and 50 bp read length respectively. (D)-(F): Three real
datasets: breast cancer, melanoma and prostate cancer.
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Figure S13: Precision-recall curves of top-6 performing tools and meta-caller (with majority vote=3) on validation data.



