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Supplementary Table 1.
Bacterial strains used in the study.

Genotype and description of each strain as acquired from EcoCyc (http://ecocyc.org/).

Strains Genotype and description

E.coli DH5a F, deoR, endA1l, gyrA96, hsdR17 (fK /mK™), recAl, phoA, relAl, thi-1,
A(lac ZY A-argF), U169¢80dlacZAM15)\ , supE44

E. coli MG1655 F A" ilvG- rfb-50 rph-1

E. coli RFM443 (rpsL galK2 Alac74) streptomycin resistant

E. coli BW25113 (Wild F-, A(araD-araB)567, AlacZ4787(::rrmB-3), 1, rph-1, A(rhaD-rhaB)568,

type) hsdR514

E. coli BW25113 Acra F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Acra (deletion mutant of Catabolite repressor activator)

E. coli BW25113 AcueR  F-, A(araD-araB)567, AlacZ4787(::rrnB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AcueR (deletion mutant of Cu efflux regulator)

E. coli BW25113 AdksA  F-, A(araD-araB)567, AlacZ4787(::rrmB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AdksA (deletion mutant of

E. coli BW25113 AyaiA  F-, A(araD-araB)567, AlacZ4787(::rrmB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AyaiA (deletion mutant of OxyR-dependent induction of
expression by hydrogen peroxide)

E. coli BW25113 AykgD  F-, A(araD-araB)567, AlacZ4787(::rrnB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AykgD (deletion mutant of redox-sensitive transcriptional
activator)

E. coli BW25113 AnhaR  F-, A(araD-araB)567, AlacZ4787(::rrnB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AnhaR (deletion mutant of "Na*/H" antiporter Regulator)

E. coli BW25113 AatoC  F-, A(araD-araB)567, AlacZ4787(::rrmB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AatoC (deletion mutant of antizyme protein inhibitor of



. coli BW25113 AfadR

. coli BW25113 Aacr

. coli BW25113 AmprA
. coli BW25113 Afur

. coli BW25113 ArecA
. coli BW25113 AcusR
. coli BW25113 Alrp

. coli BW25113 Afis

. coli BW25113 AarcA

. coli BW25113 Afur

. coli BW25113 Ahu

. coli BW25113 AsodA

. coli BW25113 AstpA

. coli BW25113 AoxyR

. coli BW25113 Ahns

ornithine decarboxylase)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AfadR (deletion mutant of Fatty acid degradation Regulon)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Aacr (deletion mutant of acr gene involved with Acridine
transport)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AmprA (deletion mutant of multidrug resistance regulator)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR5 14, Afur (deletion mutant of Ferric Uptake Regulation)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, ArecA (deletion mutant of Recombination protein A)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AcusR (deletion mutant of Cu-sensing regulator)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Alrp (deletion mutant of Leucine-responsive regulatory protein)
F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Afis (deletion mutant of factor for inversion stimulation)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AarcA (deletion mutant of dual transcriptional regulator
for Anoxic redox control)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Afnr (deletion mutant of primary transcriptional regulator, FNR
activates genes involved in anaerobic metabolism and represses genes
involved in aerobic metabolism)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Ahu (deletion mutant of The HU protein is a small DNA-
binding protein that is considered a global regulatory protein and shares
properties with histones, which play an important role in nucleoid
organization and regulation).

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AsodA (deletion mutant of superoxide dismutases)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AstpA (deletion mutant of StpA protein Suppressor
of td phenotype A," is a nucleoid-associated multifunctional protein that
acts as a transcriptional repressor, in chromosomal DNA packaging, and
as a chaperone

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR5 14, AoxyR (deletion mutant of oxidative stress regulator)

F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,



hsdR514, Ahns (deletion mutant of Histone-like nucleoid structuring
protein)

E. coli BW25113 Acrp F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, Acrp (deletion mutant of cAMP receptor protein)

E. coli BW25113 AmarA  F-, A(araD-araB)567, AlacZ4787(::rrnB-3), A, rph-1, A(rhaD-rhaB)568,
hsdR514, AmarA (deletion mutant of multiple antibiotic resistance
regulatory protein)

E. coli BW25113 AbaeR  F-, A(araD-araB)567, AlacZ4787(::rrnB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AbaeR (deletion mutant of bacterial adaptive response)

E. coli BW25113 AcpxR  F-, A(araD-araB)567, AlacZ4787(::rrnB-3), 1, rph-1, A(rhaD-rhaB)568,
hsdR514, AcpxR (deletion mutant of conjugative plasmid gene expression
regulatory protein)

Supplementary Table 2.

Plasmids used in the study

Plasmid Name Description/Resistance References
pNYL-MCS11 Plasmid derived from pZE21 2,3
pNYL-GFP GFP gene was amplified from pPROBE-TT’-GFP and This study

was cloned in pNYL-MCS11 plasmid vector on BamHI
restriction site.

pNYL-ibsC Genetic locus coding for toxic peptide ibsC was amplified This study
from E. coli genome and cloned in pNYL-MCS11 vector
at BamHI restriction site

pNal::ibsC Reporter plasmid containing FQ responsive regulating This study
element fused with gene encoding toxic peptide IbsC.
Vector backbone codes for kanamycin resistance.

pNal::GFP Reporter plasmid containing FQ responsive promoter This study
fused with GFP.
pRx::ibsC Control plasmid containing pNYL-MCS backbone This study

without FQ responsive promoter sequences.

pNal::ibsC-amp From vector backbone of pNal::ibsC, kanamycin resistant This study
selection marker gene was replaced by ampicillin resistant
gene

pRx::ibsC-amp From vector backbone of pRx::ibsC, kanamycin resistant This study
selection marker gene was replaced by ampicillin resistant
gene.




Supplementary Figure S1.

Alignment of promoter regions of representative prokaryotic stress responsive genes using

ClustalW2 online bioinformatics program.

Supplementary Figure S2. Schematic representation of cloning and screening of
combinatorial oligonucleotide library.

A) Commercially synthesized single stranded combinatorial oligonucleotide library were
converted in to double stranded DNA fragment and double digested with Xhol and HindlIll.
Double digested library were ligated with Xhol-HindlIl digested fragment of pNYL-ibsC/GFP
plasmid vector and transformed in E. coli REM443 (Details are available in material and method
section). B) To screen the inducible regulatory elements, a live and dead screening strategy has
been adopted. Bacterial colonies were selected from the transformed plate and inoculated
individually into 96 well plate containing 200 ul LB broth. The grown cultures were then replica
plated on a 96 well plate which contained various toxicants including DNA damaging
[fluoroquinolones, mitomycin C], protein damaging [ethanol] and heavy metals [sodium arsenite,
cadmium chloride, lead chloride] at sub-lethal concentrations and absorbance after incubation
was measured at 600 nm. C) The presence of toxicants induces the expression of the toxic
peptide IbsC which leads to the killing of the bacterial cells. The IbsC toxic peptide based
reporter system selectively screens out the clones harboring functional combinatorial promoters

against leaky and constitutive promoters.

Supplementary Figure S3.

E. coli BL21 DE3 strain harboring pET28a-hns was induced with ImM IPTG Analysis of the
purified H-NS protein on 12.5% sodium dodecyl sulphate-polyacrylamide gel electrophoresis
(SDS-PAGE).

Supplementary Figure S4.

Nucleotide sequence of clones representing constitutive promoters (a,b,c,d,e,f,g and h) covering

a wide range of GFP fluorescence intensity.



Supplementary Figure SS.

Multiple sequence alignment of FQ-responsive regulatory element with the selected stress
promoters from E. coli genome. FQ-responsive regulatory element displayed no homology with

stress promoter sequences encoded in E. coli genome.

Supplementary Figure S6.

Response of FQ responsive promoter in bacterial host lacking efflux pump r0lC gene and wild
type E. coli strain in the presence of nalidixic acid. A-B) Wild type AtolC bacterial strains
harboring pNal::ibsC-amp (test) and pRx::ibsC-amp (control) plasmid was induced with

nalidixic acid.

Supplementary Figure S7.

Growth pattern of various stress regulator gene knock out strains of E. coli harboring
pNal::ibsC-amp and pRx::ibsC-amp fusion system. The growth assays were carried out in
duplicate for the E. coli mutant strain harboring pNal::ibsC-amp plasmid (test) and pRx::ibsC-

amp plasmid (control).

Supplementary Figure S8. /n-silico DNA curvature analysis of FQ responsive (Nal) promoter
and their mutant variants at spacer region ( ‘all A’ and ‘all T°).
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Figure S3

Expression of HNS

Purified HNS 15.6 kDa

Lane-1 Broad range protein marker

Lane-2 Purified fraction1

Lane-3 Purified fraction2

Lane-4 Uninduced

Lane-5 pET28a-hns cellular extract induced with 0.5 mM IPTG



Figure S4

Clone-a

CTTTTGTTTACGTCTTCCCTCGAGATCAGTCAAATACAGCGCAACTCGTAAAAAGGGGGAGTTTCCAACAATCCAGGCAGTCATAT
CTAAGCTTAGATATGACGCACCGTTTATTCCGAGCCTGAGGGTTTTTCGGGGTTTGTCCTCTAATGACTTGATCTCGAGATCAAGT
CATAAAAGTTGAAACCATCAAAAAGGCGCAGCCTCAGATTATCACCGGGGTCATATCTAAGCTTAGATATGACACCCCTGTTGGT
GGGACCTACTCCCTTTTTTAGAGTTGACGTCAAATTGACTTGATCTCGAGATCAAGTCATTATAGTGGCAACTATGAAAAATACGA
CTGGTCGCACCAACCGGCGAGTCATATCTAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCATAAGGAGGAAAAACATATG
AGTAAAGGAGAAGAACTTTTCACTGGAGT

Clone -b

TGGGTTTTTTTATCTTTCCCTCGAGATCAGTCAATTCCCGTTAAACCACGAAAAATAACAGGTTTCGTATAAAACGCGCGGTCATA
TCTAAGCTTAGATATGACGCCCGGGTAAATCTGAAAGTGCAATTTTTTACTAGTTCGCCAGGTATTGACTTGATCTCGAGATCAAG
TCATATTTAAACAAACCCGGAAAAAGAGCAATGGTCAAACTATCCGGGGCGTCATATCTAAGCTTAGATATGACCCCCAGGTTAG
TCAGACACCCCCCCTTTTTTGTGGTTGAAACCGTTTTGACTTGATCTCGAGATCAAGTCAATATGGCCCAAACACTAAAAAATCGC
GCATATCGAATTTTAAGGTAAGTCATATCTAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCATAAGGAGGAAAAACATAT
GAGTAAAGGAGAAGAACTTTTCACTGGA

Clone- ¢

TGCATACATTTATCTTTCCTCGAGATCAAGTCAAAATCCTGGCAACAATGCAAAAAGTTCTCGCATCGGACTAACATGCGCGGCAT
ATCTAAGCTTAGATATGACCGCCAGGAATGTCTGAAGTGTCCCGTTTTTCCGGGTTCACACCCATTTGACTTGATCTCGAGATCAA
GTCATATAGCAGTGAACAAGTAAAAAGGGAACGTGTCCTACCAAACGGCTGGTCATATCTAAGCTTAGATATGACGCCGTGGTAA
GTTGGACCTGGGACCTTTTTAGTTGTTCAGCCACAAATGACTTGATCTCGAGATCAAGTCATTACTCTCTCAACCCTCAAAAATCC
TAGGGTTCGGACATAAAGTCCGGTCATATCTAAGCTTAGATATGACGAGCAGTTTGTTCAGACACGTGGCCTTTTTACTTGTTTGT
CAGGTAATGACTTGATCTCGAGATCAAGTCATAACTCGGCAAACACGCAAAAAGAGCGTGGGTCGGAAAAACCGGCGAGTCATA
TCTAAGCTTGATATCGAA

Clone-d

GTCCCCGGGGTTTTTATTCTTCTCGAGATCAGTCATTTTCTTATAAACTCATAAAAATTGAACTATTCTTAACTAAAGATAGGTCAT
ATCTAAGCTTAGATATGACTCCCCGTTAAATCCGACCCGGGGCATTTTTGATAGTTTACGGGAAAATGACTTGATCTCGAGATCAA
GTCAATTTAAGACAAACCCTTAAAAAGCGTATGGCTCGCACAAACCGGGCGGTCATATCTAAGCTTGATATCGAATTCCTGCAGC
CCGGGGGATCCATAAGGAGGAAAAACATATGAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTG

Clone- e

TAGGGTTTTTGTCTTACTCGAGATCAGTCAAATCGCGCGACCAAAAAAAAGGGGTGCCGGTCCAATTTACCTCCCCGTCATATCTA
AGCTTAGATATGACCCCTAGGAATGTCAGACCAGGGCTCTTTTTATTTGTTGAATATGTTATGACTTGATCTCGAGATCAAGTCAA

TTGCGGCTCAACCAGGAAAAAGCGAGCAAGTCGGATCTTCACGAGTGTCATATCTAAGCTTGATATCGAATTCCTGCAGCCCGGG
GGATCCATAAGGAGGAAAAACATATGAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGA
TGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGT

Clone f

CGGGGTTTTCGTTCTTACTCGAGATCAAGTCATTTGTTGTGCAACCCCGAAAAAGCAGCCGGCTCATACTATACGCACGGTCATAT
CTAAGCTTAGATATGACGCACATTAAAGTGAGAGACCGCGGCTTTTTGAGAGTTGCGGGGGAAATGACTTGATCTCGAGATCAAG
TCATTTGTCGTCGAACTACAAAAAAGTCGCTGTTTCGCAATTACCGGGCCGTCATATCTAAGCTTGATATCGAATTCCTGCAGCCC

GGGGGATCCATAAGGAGGAAAAACATATGAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGG
TGATGTTAATGGGCACAAATTTTCTGTCAGTGGAGA

Clone g

TTTGGTTTTCGTCTTACTCGAGATCAGTCAATAGGAGCCGAACCCAAAAAAAGGTGGCCGTTCCAATTTTCCGCGGGGTCATATCT
AAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCATAAGGAGGAAAAACATATGAGTAAAGGA

Clone-h

CGGGGGTTTTTTCGGTCTTAACTCGAGATCAGGTCATTATCGTTGGAACTATTAAAAATTTTTGTGTTCGTAAATACCCATTCGTCA
TATCTAAGCTTAGATATGACCCCCGGGAAAATCCGACGTCAGACGTTTTTCGTTGTTTGCCAACATATGACTTGATCTCGAGATCA
AGTCAGGGTACCCTTTATGATTTTCATACTCGCTCTATAAATCAGATAGTCATATCTAAGCTTGATATCGAATTCCTGCAGCCCGG
GGGATCCATAAGGAGGAAAAACATATGAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTG
ATGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGT




Figure S5
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GTCATGGTATARATACTGATTTTTTTTAGTGTTTTGTATATCCTCATGTCAT
GGATATTGACGARGCCCGGGAARARATATGCTCGCGGGCT TGCTATCTCGC TGACGGACAGGCARATTGATGACCAGC TTT-T--AAARCCGACTCCGTCAGTCTC
TATATAC--AGCCCCG-ATTTTTACCATCG-GGGECTTTTTITICTGTCTTTIGTACTCGTGTACTGGTACAGTGCARTGC-—ATAARCAARCGCAGTCGCACTATTITIC
CCTATCGTTAATGARTGCGCCARCTGTGATAGTGTCATCATT TTCARAGCGTARAARTTGTGGCATTCTTCACTGTTCTATARGTAAGACGTTT-ATTCTCCC
TGGGCGGTGTCGTCTTTGAGTG—-—-TAARGTACCAGTGACCGGARGCTGGTTGCGTGARAT TAGARATTTCGCCGCTGATCCARACCTGTCCCATCTCATGCTC
GTTGTATCATTACGTATCCTTATAC——-CTGARATCTTCGCARGTATGCCTGGCCGCGAGAT TATGGCACACTTGTC-—CGGTTAARCTCTCGTCTCATACAGGTAA
AGATTTGTGCCATTCCGTGARCGATCGA-——C-GCGTCGTGATTAGGTGAACCCCTTCTCG-——TTATGGCAARAATARGC-—CAATACAGARCCAGCATTATCTGGAGAR
GTARGGGAARTTTCATGTTCGGGTGC——-C-CCGTCGCTARARACTGGACGCC-CGGCGTGAGTCATGC TARCTTAGTGTTGACTTCGTATTARACATACCTTATTA
TGTARGGTARRACTTATCGATTTGATARTGGARACGCAT TAGCCGAATCGGCARARATTGGT-TACCTTACATCTCATCGARAAC--ACGGAGGARGTATAGAT
GTTATTAGCGAATAGACARATCGGTTGCCGTTTGTTGT-TTARAARATTGT TARCARTT-TTGTARAATACCGACGGATAG-AARCGACCCGGTGGTGGTTAGGGT
ACGACARART TTGCGAGGCTCTTTCCGARRATAGGGT TGATCTTTGTTGTCACTGGATGTACTGTACATCCATACAGTAARCTCACAGGGGCTGGATTGATT
ATTGAGTGTATCGCCARCGCGCCTTCGGGCGCGTTTTTTGTTGACAGCGTGAAAACAGT-ACGGGTACTGTACTAAAGTCACTTAAGGARRCARACATGAAR
CATTACGTTG-GCTGAACTGGTTTATTCCGAACTGATCGGACTTGTTCAGCGTACACGTGTT-AGCTATCCTGCGTGCTTCAARTARAATARGGCTTACAGAGA
GTARAGTTGTGTCTTTCTGGTGACTTACGCACTATCCAGACT TGARRATAGT-——-CGCGTA-ACCCATACGATGTGGGTATCGCATATTGCGTTTTGTTARACTG
TACGGACTC-GCTTTTCTGGCTAGTGAAGCAATAT TGCGGCGC TACGCTCAA-TGAAACATT TARATACTATACGACAGCGACATTTATCGCTTCAGTCGTCG
AACGTTTC-GAGGTTGATCACATTTCCGTARCGTCACGATGGTTTTCCCARCTCAGTCAGGAT TARARCTGTGGGTCAGCGARACGT TTCGCTGATGGAGAAR
AGACGAACAATARATTTTTACCTTTTGCAGARACTTTAGT TCGGAACTTCAGGC TATARRACGAAT---CTGARGARCACAGCART TTTGCGTTATCTGTTAAT
TCCTCTGCACTTACACATTCGTTAAGTCATATATGTTTTT-GACTTATCCGCTTCGAAGA-GAGACAC TACCTGCARCAATCA-GGAGCGCARTATGTCATTTC
ATATAARTTCTTARARATAGCCARTTACCGARTTGTTATCTT-GCCTGCTATTCCGT TAGCT-GTARCACTTCCTCCTGCATTATTGGARAGCCAARTATTCAAT
ATTATTGGCARAAGGC--ARCCACAGGCTGC—-CTTTTTCTTTGACTCTATGACGTTACAAA-GT TARTATGCGCGCCCTATGCARARGGTARARTTACCCCTGAC
AATATTTGTTTTARGCTCACTCACATATCGCAARCATTTACTTT-ACTTTAAGACART TCCAG-GCARATTATACAARCACTTTACGGGATAGTAAGT-CCGCLCTG
AATTCTTTGATCCATCTCAGAGGATTGGTCARAGTTTGGCCTTTCATCTCGTGCARAARAARTGCGTARTATACGCCGCCTTGCAGTCACAGTATGGT-CATTT
TTTTACGTCCCGTCTCGGTACACCARATCCCAGCAGTATTTGCATTTTTTACCCARAACGAGTAGARTTTGCCACGTTTCAGGC GCGGGG TGGAGCAGCCT
GAGATTTAATATCCCGTCTGARARACGARARTCCTCGCTTTATGTCC-—-TTGTTCGATARACACARTARACTTGAT-CATGAART TGCCAGAARGGARGGTTCC
GGAGTTGTGATCARGCCT--GCACARARTTCCACCGTTGLTGTTGCGTCGCAARCCGACARTTACGT—-ATTCTGAGTCTTCGGGTGAARCAGAGTGCTAACAAARAT
AATTARGGGGTARAARCCGACACTTAARAGTGATCCAGAT TACGGTAGARATCCTCARGCAGCATATGATCTCGGGTATTCGGTCGATGCAGGG-GATARTCG
ARCGTCAGAGGTAGCACCGTARTCCGCGTCTTTTCCCCGCTTTG-TTGCGCTCARGACGCAGGATAR-TTAGCCGATAARGCAGTAGCGACACAG-GAAGACCGC
AGCAGCCTATGCAGCGACAARATATTGATAGCCTGARTCAGTAT TGATCTGCTGGCARGARCAGACTACTGTATA-TARAAACAGTATARCT TCAG-GCAGATT
GATTGACAGCGGAGTT TACGCTGTATCAGARATAT TATGGTGATGAACTGTTTTTTTATCCAGTATARTTTGTT-GGCATART TRAAGTACGACGA-GTAARART
AACGGAAGGCGACCTGGGTCATGCTGAAGCGAGACACCAGGAGACACARAGCGAARRGC TATGC-TARRACAGTCAGGATGCTACAGTARTACATTGATGTAC
TTTGAARTAAATAGTGCCC---GTAATATCAGGGAATGACCCCACATAARARATGTGGCATARAAGATGCATAC TG TAGTCGAGAGCGCGTATGCGTGATTTGATTA
ACTTATCAGTARGTATTCACCAGT TAAATTGATTGARTGARTATACAGGGARTAATAATTTCTATTTTATATTATTCCCTGT TTTAARTTARCTCTATCAGG
CGAARCGATCARARATARGTGCCTTCCCATCARARARATATTCTCARCATARA-—-ARACTTTGTGTARTACT TGTAACGCTACATGGA--GATTARCTCAATCTAG
ATAARCACTTAGARARACARCATGT TARAAATGTCTATTGGARACARTTTTAT-—--TTCCARTTGTARTGATAACCATTCTCATATTA--ATATGACTACGTGATAR
ACARGTCCTTGAGATACGTTGCAGTTATARCCCTTARTGCTAGCGTTACCGT-———CCGCTATCGTCTATGTTCARGTTGTCTTART T--GCCAGAATCTAACGGCT
CAGARTTCGATARATCTCTGGTTTATTGTGCAGTTTATGGT TCCARARTCGC-———CTTTTGCTGTATATACTCACAGCATAACTGT A-—TATACACCCAGGGGGLG
CCATAGCATTTTTATCCATARGAT TAGCGGATCCTAC-C-TGACGCTTTTTATCGCARCTCTCTACTGTTTCTCCATACCCGTTTT-TTTGGATGGAGTGAAAL
TGATTTARACATCCGCAGC CARCCGGT TAGCGGCTTACACGC-GGTCACATTCARATGCGATTCTGC TACARTCCTCCC—-CCCGTTCG-AR—-GATTGAGCARTAC
CARATTARAATATTTATCTTTCA-TTTTGCG-ATCARAA-—-TAACACTTTTARATCTTTCAATCTGATTAGATTAGGTTGCCGTTTGGTARTARRACAATARATL
CGATAAATGARACATC TTAARAGTTTTAGTATCATATTCGTGTTGGATTATTCTGCATTTTTGGGGAGAATGGAC-TTGCCGACTGATTAATGAGGGTTAAT
ATCACCATTACGTTTTTTATTTTTTCACCGCCARATCGCT TGRCGCACAGTGCTGCT—-TTGCGGCATTTT-TTTARACARGCARRCACARCARGCARCARATALC
ARAATARAGARCAATTTTGARTTCCTTACATTCCTGGCTAT TGCACA-ACTGAARTTT-—AAGGC TCTATTA-TTACCTCARCARACCACCCCARTATARGTTTGA
TCACCATCATGTTATTTTCGCCACATCATAARTCCTGG-GCT TGCTGA-AGAATARTT-—-GAARATGATATTA-TTARTTCCA-CTGCCTTTGGTAGAGGARRGTGLTA
TTAGTACTCAGATTCATCGTATTTTTTGCTTACGT TGGGAT TGAARACGG-GTCATT--CTACCGCCAT-C-TCCCATATATCACCARATAGGCGCGTARARATTT
GCACTCATTCATATARARARATATATTTCCCCACGARRACGATTGCTTTTTATCT-TCAGATGARTAGA-ATGCGGCGGATTTTTTGGGTTTCARACAGCAAAR
TTATATARCCCACARGARTCATTTTTCTARARACAATACATTTACTTTATTTGTCACTGTCGTTACTA-TATCGGCTGARAT TARTGAGGTCATACCCARATG
GCAGAARTATARARTTTTCCTCARCATCATCCTCGCACCAGT CGACGACGGTTTACG---CTTTACGTATAG-TGGCGACARTTTTTTTTATCGGGARATCTCAAT
TATGCATTGCAGACCTTGTGGCARCARTTTCTACAARRACACT TGAT-ACTGTATGAG---CATACAGTATAR-TTGCTTCARCAGAACATATTGACTATCCGGTAT
TARRATGTGCACAGT TTCATGATTTCAATCARAACCTGTATGGACATARGGTGAATACTTTGTTACTT-TAGCGTCACAGACATGARATTGGTARGACCAAT
ARATCGACGTTTTTTACGTGGTTTTCCGTCGARAATT TAAGGTARGARCCTGACCTCGTGATTACTA-TTTCGCCGTGT TGACGACATCAG-GAGGCCAGTAT
GTTTCTTAGATCATAT TTGAARAARARAGATAGARACATACT TGCARCATTCCAGCTGGTCCGAC-CTATACT-CTCGCCA--CTGGTCTGATTTCTARGATGTACCT
ARAATTCATCGATTATATTCTATCCAARAAGGGGGTARAGGT TGCAGGGAGAGCGCC-~--CCGGCACTAGACTACCCGCCT——CTTATTTTAGTCTGAGTCAGTGTC
CTGGCTTCACTARACGCATATTARARATCAGAARAAR-CT-GTAGTTTAGCCGAT--TTAGCCCCTGTACGTCCCGCTTTGCGTGTATTTCATAACACCGTTTCCA
TTTTTTICTTATCTAC-CTCACARAGGT TAGCAATAACTGLT-GGGAARAATTCCGAG--TTAGTCGTTATAT-TGTCGCCTACATAACGTTACATTAAGGGGTTACC
CTCGATATCATGGGCCTTAGTCGCCGARTGTACTAGAGAAC TAGTGCATTAGCTTATTTTTTTGTTATCATGCTAACCACCCG-GCGAGGTGTGACACACCT
CGAGCAGGTGCCGCAGGTGTTATGCAGCAAAT-—--TATARARACTGGAARCCTATTCGTATAGT TTATGTATCCTGTAACCCTGCAACGCTGGCTCGGGATAGCGA
AGCC-CTCTTGCGCAC-TARARAARATCGATCT-—-CGTCARATTTCAGACTTATCCATCAGACTATACTGT TGTACCTATAARGGAGCAGTGGARTAGCGTTCGCA
GCCGCTCCGTTTCTG-TGAGCART TATCAGT-—-CAGARTGLC T TGATAGGGATA-ATCGTTCATTGCTATTCTACCTATCGCCATGARCTATCGTGGCGATGGAGG
CGGCAGCCGATGCTTTAGTGTTGGATTCCACCA---CCTTARGCATTGAGCARGTGAT TGARARAGCGC TACARTACGCGCGCCAGAAATTGGCTCTCGCATAR
ACAARAAACGAGAGARAAAT CGAR--TACCCACCA-—-TTTTTARCGTTTCARAGT TGCARTARARACCGC TAATATACGART GACT--ARCTATCAGTAGCGTTATCC
ARGTCTTTGCGCTGGAACCGCGTTAARTTCACG——-CCCTTCTCTTTTGACATTTCTTTTGCACTGGTARACTARATCACTTTTITTITGTCC—-CAGGCTCGCCTT
GCC---GAGCGTGATCAGATCGGCATTTCTT-—TARTCTTTTGTTTGCATATTTTTARCACARAATACACACTTCGACTCATCTGGTACGACCAGATCACCTTGLG
CGATTTTGTGCT-GATCAGAATTTTTTTTCTTTTTCCCCC TTGARGGGGCGARGCCTCATCCCCATTTCTCTGGTCACCAGCCGGGARACCACGTARGCTCL
TTCGTTTTTARGCA-ARCGAGAGCAGGATCACCTGCTCTCGC TTGARATTATTCTCCCTTGTCCCCATCTCTCCCACATCCTGTTTT-TARCCTTARAARTGGE
TGCAARTAGACCATARAC TGCARARRRAAGTCCGCTGATARGGC T—-TGAARARGTTCATTTCCAGACCCATTTTTACATCGTAGCCGATG——-AGGACGCGCCTGAT
TTGCTA-AGAARTAARRATCATCTGTGCGATARCGACTARTTCTTTTAARTGAATGTTTTTATTCCTGARTACTGCTCCCATAACAR—-GACA-—-GGGGAGCAGACART
AGTATATCAG-GCATTGGATGTGAATARAGCGTATAGGT TTACCTCARACTG-CGCGGCTG--TGTTATARTTTGCGACCTT-TGARTCCGGGATACAGTAGAGGG
ACTCACARARGACAC-GCGTTTARTTTGCGATACGAAT TARATTTTCACACACTCTGTAGCAGATGA-TCTAARCARTCTGATTACAG-ARCATCGGCAGTACAR
GGGGATCTCACCGCACTGCAGATGATATTTAGCAAAGT GG TARGCGAAGCCGGGG-AATCTGAGTARAATAGCGCGGTTCTTT-TGTACCGGAGCCGCCATGA
ATTGTTACACARCACT CCGGGTARTGCATTCCARTACTGTATATTCATTCAGGTCARTTTGTGTCATARTTARCCGTTTGTG-ATCGCCGGTAGCACCATGL
GARACCAGCTCT-CTTGCCTTTTGTTTTGATCTGGTTTGCCGCGGCAG-CGTGGCGGAAGGT TGTARACTGCACCTCGARGAACARGAGGCCGARTGCTGGTG
TGAATATCTGGCAT-GTTGTACTARARATCGAT——GTTTTGCTTTGACAR-TCCCCTGGTGTTT TGCGAARACAT TCGAGGAAGARARARARCAGTATTCTTATA
CGGTARATCTCGATARATGGCGGTARTTTGTTTTTCATTGTTGACACACC-TCTGGTCAT-GATAGTATCA--ATATTCATGCAGTAT TTATGARTAARRARATACA
CCTGGGACAGCCGTTTACTGCCGCATCTGGAARTTTCCCGGTTGGCAT--C~TCTGACCTC-GCTGATATAR--TCAGCARATCTGTATATATACCCAGCTTTTTGG
AACCATTTCCCTTCTCTACGGATGATTTGCAGT TTGGCARRTCATCCGCTCTARGATGATTCCTGGTTGATAATTARGACTATTTACCTGTTATTARCACT
GCCGTCACACCATARCCCCATGTTTACTGTGCARTTTTTCAT--TGATTGCAGAAATATATTGATA--ATATTATTGATARCTATTTGCATTTGCARTAGCGTAR
TARTTAATGTC-CGCGCTTCCCACGGCGCGCCATTACGCTAT TGCA—-———| ARTGCAARATAGTTATCARTA--ATATTATCAATATATTTCTGCAATCAATGARARATT
GTCTGAARAGT TARCGAACGTAGGCCTGATGCG-GCGCATTAGCATCGCATC-AGG—--CART--CAATAATGTCAGATATGARRAGCGGARACATATCGATGARAGC
AACAGT TAGACAACGAGACGTGGGAC-GCGGCG-GCGGATACCGTGCGTARG-CTG—-~-CGTTTTCTCGATARAC TGCGARGCAGT GCCGAR-CARCTCGAAGAAARAR
ATARATATATAARAGGTACATAG-CATGCAA—--GAGCATGGCGTTTGTATGGCAA—-—-CGTTATTATAATTARCAGTTGCTACTCCATT TARGTTCACTCAGARGARL
GGTCCTTGTTGCGAAGATTGATGACARTGTGAGTGCTTCCCTTGAARACCCTGARACTGA-TCCCCATAARTARGCGAAG-T TAGCGAGATGAATGCGARAAAAR
CAGGTGCAACTCAGGCATCATGGCGACTG-GCGGGTG-TGCC-—-GGATGTCTGGAGC TGGCTTGARATGATARCCACCGCATTACARCARARAARGAGARAARTAALC




Figure S6

2.0+

1.5+

1.0+

O.D. at 600nm

0.5+

0.0

E. coli BW25113 pRx:ibsC induced with 5 pg/ml nalidixic acid
PpRx::ibsC uninduced

pNal::ibsC induced with 5 pg/ml nalidixic acid

it

pNal::ibsC uninduced

—_
o
L

0O.D. at 600nm
—
o
1

=
(5]
1

o
o

Time (hours)

=+ pR::ibsCinduced with 1 pg/iml nalidixic acid

=== pRX::ibsC uninduced
= pNal-ibsC induced with 1 pg/ml nalidixic acid
=== pNal-ibsC uninduced

Time (hours)



Figure S7

m Nal::ibsC-amp
® Rx::ibsC-amp

0 0.2 0.4 0.6 0.8 1
Normalized O.D. at 600nm



Figure S8

FQ responsive
Promoter (Nal)

‘All T at spacer
region

Y

)

Al A at spacer
region

™M



	Supplementary Information
	Supplementary Table 1.
	Supplementary Table 2.
	Plasmids used in the study
	Supplementary Figure S1.
	Supplementary Figure S3.
	Supplementary Figure S4.
	Supplementary Figure S5.
	Supplementary Figure S6.
	Supplementary Figure S7.
	Figure S1
	Figure S2
	Figure S3
	Figure S4
	Clone-a
	Clone -b
	Clone- c
	Clone-d
	Clone- e
	Clone f
	Clone g
	Clone-h
	Figure S5
	Figure S6
	Figure S7

