
Supplementary Fig. 3

i l

ca

0

0.2

0.4

0.6

0.8

1

1.2

R
el

at
iv

e 
lu

ci
fe

ra
se

ac
tiv

ity

m
iR

Sc
ra

m
bl

ed

m
iR

16
m

iR
15

a

pGL3 
pGL3 UTR-USP9X

pSMAD3

actin

TW
3’

TW
3’

D
ec

oy
15

-1
6

D
ec

oy
15

-1
6

- - + +TGF-β

m
iR

Sc
ra

m
bl

ed

m
iR

16
m

iR
15

a

b

TW
3’

D
ec

oy
15

-1
6

actin

SMAD4

hg

0

0.5

1

1.5

2

2.5

3

IL-6 RUNX2 RANKL CXCR4 ET1 CTGF BMP4 FGF-2 IL-11

TW3’

Decoy15-16

R
el

at
iv

e 
m

R
N

A
 e

xp
re

ss
io

n

siRNA
scramble

siRNA
SMAD4

R
el

at
iv

e 
 p

ho
to

n 
em

is
si

on

0

0.2

0.4

0.6

0.8

1

1.2

1.4

P=0.01

*

d e f

TW
3’

D
ec

oy
15

-1
6+

si
R

N
A

 S
M

A
D

4

D
ec

oy
15

-1
6+

si
R

N
A

 s
cr

am
bl

e

SMAD4

actin

TW
3’

D
ec

oy
15

-1
6

activin RIIA

actin

Non-transfected Scramble siRNA siRNA SMAD4
R

A
N

K
L

Annexin V APC-A

7-
A

A
D

-A

Annexin V APC-A Annexin V APC-A

7-
A

A
D

-A

7-
A

A
D

-A

Tumor Metastasis
5.00
5.25
5.50
5.75
6.00
6.25
6.50
6.75
7.00
7.25

P<0.0001
***

R
AN

K
L 

ex
pr

es
si

on


