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Figure SSA. Relative abundance box plot of the top 100 OTUs (based on mean) found in Western Antarctica (WA) or Antarctic Peninsula (AP) of 16S rRNA sequences. The dots represent outliers in the data.
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Figure SB. Relative abundance box plot of the top 100 OTUs (based on mean) found in Western Antarctica (WA) or Antarctic Peninsula (AP) of 18S rRNA sequences. The dots represent outliers in the data.
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