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Figure S1	



Total number of 
paired reads	



217,245	



Uncalled bases (%)	

 0.0	


Read length (bp)	

 250 + 250	


GC content (%)	

 43.5	



DLD1-mixed sample	



Total number of 
paired reads	



234,803	



Uncalled bases (%)	

 0.0	


Read length (bp)	

 250 + 166	


GC content (%)	

 43	




