
Supplementary Table 5. EMBOSS Needle Protein Alignment
Human|Drosophila identity (%) similarity (%) gap (%)
FLCN|cher 45.0 59.1 13.3
IL16|bbg 18.5 30.2 42.6
KCNC1|Shaw 43.1 57.2 17.8
PRKG1|for 41.1 52.5 30.8
SLC6A3|DAT 46.5 62.3 14.1
LPHN3|Cirl 17.8 29.0 42.3
NF1|Nf1 54.1 68.2 11.2


