Additional file 2:

Simpson Diversity Index calculated from 671 CE-SSCP fingerprinting patterns.
Samples were grouped according to their ecosystem of origin (Y-axis) and the
number of samples from each ecosystem is indicated in bracket after the ecosystem
name. Boxes represent dispersion of data from the first quartile to the third quartile,
with median inside. Standard deviation above and below the mean of the data is
displayed as doted lines. Boxplot is ordered with increasing median value of diversity.
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