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Generation   of   SL1344   aroC   mutant.   PCR   was   used   to   amplify   the  22	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  23	
  

homology   arms   complementary   to   the   flanking   regions   of   aroC   using   the   primers  24	
  

ajg806  and  ajg807  (Table  S2).    The  resulting  product  was  further  amplified  using  the  25	
  

primers   ajg805   and   ajg808   (Table   S2)   to   generate   sufficient   product   for  26	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  27	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  28	
  

primers  ajg804  and  ajg809  (Table  S2).  29	
  

  30	
  

Generation   of   S12023   aroC/aroD   mutant.   PCR   was   used   to   amplify   the  31	
  

kanamycin  resistance  cassette  from  pACYC177  (S1)  with  5’  and  3’  60  bp  homology  32	
  

arms  complementary   to   the   flanking   regions  of  aroD  using   the  primers  ajg812  and  33	
  

ajg813   (Table   S2).      The   resulting   product   was   further   amplified   using   the   primers  34	
  

ajg811   and   ajg814   (Table   S2)   to   generate   sufficient   product   for   chromosomal  35	
  

integration   into  SL1344  aroC.   The   correct   genomic   rearrangement   in   the   resultant  36	
  

mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  primers  37	
  

ajg810  and  ajg815  (Table  S2).      38	
  

  39	
  

Generation   of   S12023   aroC/aroD/htrA   mutant.  PCR  was   used   to   amplify  40	
  

the   kanamycin   resistance   cassette   from   pACYC177   (S1)   with   5’   and   3’   60   bp  41	
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homology   arms   complementary   to   the   flanking   regions   of   aroD   using   the   primers  42	
  

ajg812  and  ajg813  (Table  S2).    The  resulting  product  was  further  amplified  using  the  43	
  

primers   ajg811   and   ajg814   (Table   S2)   to   generate   sufficient   product   for  44	
  

chromosomal   integration   into  SL1344  aroC.  The  correct  genomic   rearrangement   in  45	
  

the  resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  46	
  

the  primers  ajg810  and  ajg815  (Table  S2).    Subsequently,  PCR  was  used  to  amplify  47	
  

the  tetracycline  resistance  cassette  from  pBR322  (S2)  with  5’  and  3’  60  bp  homology  48	
  

arms   complementary   to   the   flanking   regions   of  htrA   using   the   primers   ajg818   and  49	
  

ajg819   (Table   S2).      The   resulting   product   was   further   amplified   using   the   primers  50	
  

ajg817   and   ajg820   (Table   S2)   to   generate   sufficient   product   for   chromosomal  51	
  

integration   into   SL1344   aroC/aroD.   The   correct   genomic   rearrangement   in   the  52	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  53	
  

primers  ajg816  and  ajg821  (Table  S2).  54	
  

  55	
  

Generation   of   SL1344   aroC/ssaV  mutant.     PCR  was   used   to   amplify   the  56	
  

kanamycin  resistance  cassette  from  pACYC177  (S1)  with  5’  and  3’  60  bp  homology  57	
  

arms   complementary   to   the   flanking   regions   of   ssaV   and   including   the   first   16  58	
  

nucleotides  and   last   11  nucleotides  of  ssaV,   using   the  primers   ajg824  and  ajg825  59	
  

(Table  S2).    The  resulting  product  was  further  amplified  using  the  primers  ajg823  and  60	
  

ajg826   (Table   S2)   to   generate   sufficient   product   for   chromosomal   integration   into  61	
  

SL1344   aroC.   The   correct   genomic   rearrangement   in   the   resultant   mutant   was  62	
  

confirmed  by  PCR  and  sequencing  (data  not  shown)  using   the  primers  ajg822  and  63	
  

ajg827  (Table  S2).      64	
  

  65	
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Generation   of   SL1344   cydC   mutant.      PCR   was   used   to   amplify   the  66	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  67	
  

homology   arms   complementary   to   the   flanking   regions   of   cydC   using   the   primers  68	
  

ajg836  and  ajg837  (Table  S2).    The  resulting  product  was  further  amplified  using  the  69	
  

primers   ajg835   and   ajg838   (Table   S2)   to   generate   sufficient   product   for  70	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  71	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  72	
  

primers  ajg834  and  ajg839  (Table  S2).  73	
  

  74	
  

Generation  of  SL1344  cydC/cydD  mutant.     PCR  was   used   to   amplify   the  75	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  76	
  

homology   arms   complementary   to   the   flanking   regions   of   cydC   cydD   using   the  77	
  

primers  ajg842  and  ajg843  (Table  S2).     The  resulting  product  was  further  amplified  78	
  

using   the   primers   ajg841   and   ajg844   (Table  S2)   to   generate   sufficient   product   for  79	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  80	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  81	
  

primers  ajg840  and  ajg845  (Table  S2).  82	
  

  83	
  

Generation   of   SL1344   cydD   mutant.      PCR   was   used   to   amplify   the  84	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  85	
  

homology   arms   complementary   to   the   flanking   regions   of   cydD   using   the   primers  86	
  

ajg848  and  ajg849  (Table  S2).    The  resulting  product  was  further  amplified  using  the  87	
  

primers   ajg847   and   ajg850   (Table   S2)   to   generate   sufficient   product   for  88	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  89	
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resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  90	
  

primers  ajg846  and  ajg851  (Table  S2).  91	
  

  92	
  

Generation   of   SL1344   cysE   mutant.      PCR   was   used   to   amplify   the  93	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  94	
  

homology   arms   complementary   to   the   flanking   regions   of   cysE   using   the   primers  95	
  

ajg854  and  ajg855  (Table  S2).    The  resulting  product  was  further  amplified  using  the  96	
  

primers   ajg853   and   ajg856   (Table   S2)   to   generate   sufficient   product   for  97	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  98	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  99	
  

primers  ajg852  and  ajg857  (Table  S2).  100	
  

  101	
  

Generation   of   SL1344   dksA   mutant.      PCR   was   used   to   amplify   the  102	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  103	
  

homology   arms   complementary   to   the   flanking   regions   of   dksA   using   the   primers  104	
  

ajg860  and  ajg861  (Table  S2).    The  resulting  product  was  further  amplified  using  the  105	
  

primers   ajg859   and   ajg862   (Table   S2)   to   generate   sufficient   product   for  106	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  107	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  108	
  

primers  ajg858  and  ajg863  (Table  S2).  109	
  

  110	
  

Generation   of   SL1344   ftsK   mutant.      PCR   was   used   to   amplify   the  111	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  112	
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homology   arms   complementary   to   the   flanking   regions   of   ftsK   using   the   primers  113	
  

ajg866  and  ajg867  (Table  S2).    The  resulting  product  was  further  amplified  using  the  114	
  

primers   ajg865   and   ajg868   (Table   S2)   to   generate   sufficient   product   for  115	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  116	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  117	
  

primers  ajg864  and  ajg869  (Table  S2).  118	
  

  119	
  

Generation   of   SL1344   miaA   mutant.      PCR   was   used   to   amplify   the  120	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  121	
  

homology  arms  complementary  to  the  flanking  regions  of  miaA  and  including  the  first  122	
  

8  nucleotides  of  miaA  using  the  primers  ajg896  and  ajg897  (Table  S2).    The  resulting  123	
  

product   was   further   amplified   using   the   primers   ajg895   and   ajg898   (Table   S2)   to  124	
  

generate   sufficient   product   for   chromosomal   integration   into   SL1344.   The   correct  125	
  

genomic   rearrangement   in   the   resultant   mutant   was   confirmed   by   PCR   and  126	
  

sequencing  (data  not  shown)  using  the  primers  ajg894  and  ajg899  (Table  S2).  127	
  

  128	
  

Generation  of  SL1344  nuo  operon  mutant.     PCR  was  used   to  amplify   the  129	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  130	
  

homology  arms  complementary  to  the  flanking  regions  of   the  nuo  operon  using  the  131	
  

primers  ajg902  and  ajg903  (Table  S2).     The  resulting  product  was  further  amplified  132	
  

using   the   primers   ajg901   and   ajg904   (Table  S2)   to   generate   sufficient   product   for  133	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  134	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  135	
  

primers  ajg900  and  ajg905  (Table  S2).  136	
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  137	
  

Generation   of   SL1344   nuoK   mutant.      PCR   was   used   to   amplify   the  138	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  139	
  

homology  arms  complementary  to  the  flanking  regions  of   the  nuo  operon  using  the  140	
  

primers  ajg908  and  ajg909  (Table  S2).     The  resulting  product  was  further  amplified  141	
  

using   the   primers   ajg907   and   ajg910   (Table  S2)   to   generate   sufficient   product   for  142	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  143	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  144	
  

primers  ajg906  and  ajg911  (Table  S2).  145	
  

  146	
  

Generation   of   SL1344   ptsI   mutant.      PCR   was   used   to   amplify   the  147	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  148	
  

homology   arms   complementary   to   the   flanking   regions   of   ptsI   using   the   primers  149	
  

ajg932  and  ajg933  (Table  S2).    The  resulting  product  was  further  amplified  using  the  150	
  

primers   ajg931   and   ajg934   (Table   S2)   to   generate   sufficient   product   for  151	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  152	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  153	
  

primers  ajg930  and  ajg935  (Table  S2).  154	
  

  155	
  

Generation   of   SL1344   recD   mutant.      PCR   was   used   to   amplify   the  156	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  157	
  

homology  arms  complementary  to  the  flanking  regions  of  recD  and  including  the  first  158	
  

4  nucleotides  of  recD  using  the  primers  ajg950  and  ajg51  (Table  S2).    The  resulting  159	
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product   was   further   amplified   using   the   primers   ajg949   and   ajg952   (Table   S2)   to  160	
  

generate   sufficient   product   for   chromosomal   integration   into   SL1344.   The   correct  161	
  

genomic   rearrangement   in   the   resultant   mutant   was   confirmed   by   PCR   and  162	
  

sequencing  (data  not  shown)  using  the  primers  ajg948  and  ajg953  (Table  S2).  163	
  

  164	
  

Generation   of   SL1344   secG   mutant.      PCR   was   used   to   amplify   the  165	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  166	
  

homology   arms   complementary   to   the   flanking   regions   of   secG   using   the   primers  167	
  

ajg992  and  ajg993  (Table  S2).    The  resulting  product  was  further  amplified  using  the  168	
  

primers   ajg991   and   ajg994   (Table   S2)   to   generate   sufficient   product   for  169	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  170	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  171	
  

primers  ajg990  and  ajg995  (Table  S2).  172	
  

  173	
  

Generation   of   SL1344   seqA   mutant.      PCR   was   used   to   amplify   the  174	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  175	
  

homology   arms   complementary   to   the   flanking   regions   of   seqA   using   the   primers  176	
  

ajg998  and  ajg999  (Table  S2).    The  resulting  product  was  further  amplified  using  the  177	
  

primers   ajg997   and   ajg1000   (Table   S2)   to   generate   sufficient   product   for  178	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  179	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  180	
  

primers  ajg996  and  ajg1001  (Table  S2).  181	
  

  182	
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Generation   of   SL1344   sucA   mutant.      PCR   was   used   to   amplify   the  183	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  184	
  

homology   arms   complementary   to   the   flanking   regions   of   sucA   using   the   primers  185	
  

ajg1076  and  ajg1077  (Table  S2).    The  resulting  product  was  further  amplified  using  186	
  

the   primers   ajg1075   and   ajg1078   (Table   S2)   to   generate   sufficient   product   for  187	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  188	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  189	
  

primers  ajg1074  and  ajg1079  (Table  S2).  190	
  

  191	
  

Generation  of  SL1344  suc  operon  mutant.     PCR  was  used   to  amplify   the  192	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  193	
  

homology  arms  complementary   to   the   flanking  regions  of   the  suc  operon  using   the  194	
  

primers   ajg1082   and   ajg1083   (Table   S2).      The   resulting   product   was   further  195	
  

amplified  using   the  primers  ajg1081  and  ajg1084   (Table  S2)   to   generate   sufficient  196	
  

product   for   chromosomal   integration   into   SL1344.   The   correct   genomic  197	
  

rearrangement  in  the  resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  198	
  

not  shown)  using  the  primers  ajg1080  and  ajg1085  (Table  S2).  199	
  

  200	
  

Generation   of   SL1344   thdF   mutant.      PCR   was   used   to   amplify   the  201	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  202	
  

homology   arms   complementary   to   the   flanking   regions   of   thdF   using   the   primers  203	
  

ajg1052  and  ajg1053  (Table  S2).    The  resulting  product  was  further  amplified  using  204	
  

the   primers   ajg1051   and   ajg1054   (Table   S2)   to   generate   sufficient   product   for  205	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  206	
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resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  207	
  

primers  ajg1050  and  ajg1055  (Table  S2).  208	
  

  209	
  

Generation   of   SL1344   tol   operon   mutant.      PCR   was   used   to   amplify   the  210	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  211	
  

homology   arms   complementary   to   the   flanking   regions   of   the   tol   operon   and  212	
  

including  the  last  4  nucleotides  of  tolQ  using  the  primers  ajg1058  and  ajg1059  (Table  213	
  

S2).      The   resulting   product   was   further   amplified   using   the   primers   ajg1057   and  214	
  

ajg1060   (Table  S2)   to  generate   sufficient   product   for   chromosomal   integration   into  215	
  

SL1344.  The  correct  genomic  rearrangement  in  the  resultant  mutant  was  confirmed  216	
  

by  PCR  and  sequencing   (data  not   shown)  using   the  primers  ajg1056  and  ajg1061  217	
  

(Table  S2).  218	
  

  219	
  

Generation  of  SL1344  tol/pal  operon  mutant.    PCR  was  used  to  amplify  the  220	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  221	
  

homology   arms   complementary   to   the   flanking   regions   of   the   tol   pal   operon   and  222	
  

including  the  last  4  nucleotides  of  tolQ  using  the  primers  ajg1064  and  ajg1065  (Table  223	
  

S2).      The   resulting   product   was   further   amplified   using   the   primers   ajg1063   and  224	
  

ajg1066   (Table  S2)   to  generate   sufficient   product   for   chromosomal   integration   into  225	
  

SL1344.  The  correct  genomic  rearrangement  in  the  resultant  mutant  was  confirmed  226	
  

by  PCR  and  sequencing   (data  not   shown)  using   the  primers  ajg1062  and  ajg1067  227	
  

(Table  S2).  228	
  

  229	
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Generation   of   SL1344   yqiC   mutant.      PCR   was   used   to   amplify   the  230	
  

chloramphenicol   resistance   cassette   from   pACYC184   (S1)   with   5’   and   3’   60   bp  231	
  

homology   arms   complementary   to   the   flanking   regions   of   yqiC   using   the   primers  232	
  

ajg1070  and  ajg1071  (Table  S2).    The  resulting  product  was  further  amplified  using  233	
  

the   primers   ajg1069   and   ajg1072   (Table   S2)   to   generate   sufficient   product   for  234	
  

chromosomal   integration   into   SL1344.   The   correct   genomic   rearrangement   in   the  235	
  

resultant  mutant  was  confirmed  by  PCR  and  sequencing  (data  not  shown)  using  the  236	
  

primers  ajg1068  and  ajg1073  (Table  S2).  237	
  

     238	
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C57/BL6  mice.  261	
  

  262	
  

Figure  S2.   (A)  Histogram  of   fitness  scores  obtained  during   infection  of  gp91-­/-­phox  263	
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Table  S3.  Raw  read  counts,  fitness  scores  and  adjusted  P  values  for  447  transposon  274	
  

mutants  significantly  attenuated  during  infection  of  gp91-­/-­phox  mice.     275	
  



14	
  
	
  

  276	
  

  277	
  

Figure   S1.   (A)   Histogram   of   fitness   scores   obtained   during   infection   of   C57/BL6  278	
  

mice.   (B)   Fitness   scores   obtained   for   mutants   during   infection   of   C57/BL6   mice  279	
  



15	
  
	
  

compared  with  those  obtained  during  infection  of  BALB/c  mice  (S3).  (C)  Comparison  280	
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Primer     Sequence  5’  to  3’  
SplA5_top
  

gagatcggtctcggcattcctgctgaaccgctcttccgatct 
SplA5_bottom /5phos/gatcggaagagcggttcagcaggttttttttttcaaaaaaaa 

 

Mu_AG_5’PCR aatgatacggcgaccaccgagatctacaccgaattcattaccctgttatccctatttaggtgac 
Mu_AG_3’PCR aatgatacggcgaccaccgagatctacacggatcctctagagtcgactggcaaac 
Tn5_AG_5’PCR aatgatacggcgaccaccgagatctacacctaccctgtggaacacctacatctgtattaacg 
Tn5_AG_3’PCR aatgatacggcgaccaccgagatctacacggatcctctagagtcgactggcaaac 

Mu_AG_5’seq gtgaaacgctttcgcgtttttcgtgcg 
Mu_AG_3’seq gtgaaacgctttcgcgtttttcgtgcg 
Tn5_AG_5’seq ccctgttatccctatttaggtgacactatagaagagatgtgta 

Tn5_AG_3’seq atgggtattatgggtaatacgactcactatagggagatgtgta 
SplAP5.1
  

caagcagaagacggcatacgagataacgtgatgagatcggtctcggcattcc 
SplAP5.2
  

caagcagaagacggcatacgagataaacatcggagatcggtctcggcattcc 
ajg804 ccgttcacctggctggagttt 

ajg805 acatttcaatatttataaaga 
ajg806 acatttcaatatttataaagattaaaacacgcaaacgacaacaacgataacggagccgtgcgacgcactttgcgccgaat 
ajg807 cgccaggctggcgctactgacaaaccatgccagcagcgcaatcgcggtttttttcatttcttacgccccgccctgccact 

ajg808 cgccaggctggcgctactgac 
ajg809 atgatgcatccgttggcaaag 
ajg810 atgttgttatggcaaggagcc 
ajg811 gggattcacagcctgaccggt 

ajg812 gggattcacagcctgaccggtaaaattataattgcgacgaatgacaatgaagggtaccaactcaaaatctctgatgttac 
ajg813 gtcagataactatttattttattgtggcagaaagagaatattccgccacacgataaagtattagaaaaactcatcgagca 
ajg814 gtcagataactatttatttta 

ajg815 ttatccctgaaaacaatatcg 
ajg816 tcgaacagtaaatggactttt 
ajg817 ataaaatgaatctgacgtaca 

ajg818 ataaaatgaatctgacgtacacagcaattttgcgttacctgttaatcgagattgaaacacttgacagcttatcatcgata 
ajg819 tgtggggggtttcacagaaaagtgttgcccccttccatggcggaagggggacaaaggtgatcaggtcgaggtggcccggc 
ajg820 tgtggggggtttcacagaaaa 
ajg821 tgagcagagcacaagcataag 

ajg822 gtattcctcaacgattatttt 
ajg823 tggttacgattacatcatcga 
ajg824 tggttacgattacatcatcgacaaataaaatttctggagtcgcaatgcgttcatggttagctcaaaatctctgatgttac 

ajg825 acaataaccatcggggggcggatatttcagcctcagacgttgcatcaattcattcttcatttagaaaaactcatcgagca 
ajg826 acaataaccatcggggggcgg 
ajg827 cagcacaactcgcccataaat 
ajg834 agttggaagatctcgccgact 

ajg835 ctcagcgccgccaacggcgct 
ajg836 ctcagcgccgccaacggcgcttttgcgacgttattggctcaccgtcaggaggatatttaacgacgcactttgcgccgaat 
ajg837 gctgaaccagacgcatgacggcgaaactccagtacgcaagtcggatcgttcaataatagcttacgccccgccctgccact 

ajg838 gctgaaccagacgcatgacgg 
ajg839 gctgaaccagacgcatgacgg 
ajg840 gatggtctggccgacgcgagc 

ajg841 tttgcgtcgttgtaacattgc 
ajg842 tttgcgtcgttgtaacattgccctgcctgaaattccaataactcacctgctaagcgtgcacgacgcactttgcgccgaat 
ajg843 gctgaaccagacgcatgacggcgaaactccagtacgcaagtcggatcgttcaataatagcttacgccccgccctgccact 
ajg844 gctgaaccagacgcatgacgg 

ajg845 atcgccgcccagcgccagtaa 
ajg846 gatggtctggccgacgcgagc 
ajg847 tttgcgtcgttgtaacattgc 

ajg848 tttgcgtcgttgtaacattgccctgcctgaaattccaataactcacctgctaagcgtgcacgacgcactttgcgccgaat 
ajg849 cagcgttagcatccatttatggcgtttataaagcgtcagataagggagtagcgcgcgcatttacgccccgccctgccact 
ajg850 cagcgttagcatccatttatg 
ajg851 gcggacgcggacaggaaccag 

ajg852 gcgcgcgaggcagcattaacg 
ajg853 cataaacgacccaacccgcac 
ajg854 cataaacgacccaacccgcacagaacgggttggtcgttttctgcccgtctggagtaagcccgacgcactttgcgccgaat 
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ajg855 gctccgctgttccgggattgcactccatcggaacagcgttttttagttgtaccgcgcaatttacgccccgccctgccact 
ajg856 gctccgctgttccgggattgc 

ajg857 atatctgtttatcgtcggccc 
ajg858 gtgcgtaaatacgcttttcct 
ajg859 atagcgacctgattttccccc 
ajg860 atagcgacctgattttcccccgaacatggggatcgatagtgcgtgttaaggagaagcaaccgacgcactttgcgccgaat 

ajg861 caataaagaataaggcgggaaaactcccgcctgtcataaatagggtagaaacgaacgggattacgccccgccctgccact 
ajg862 caataaagaataaggcgggaa 
ajg863 gattaacgagccgaaatgcag 

ajg864 cgctaacacggaacaggtgca 
ajg865 ccggtgctgttgtccgtttta 
ajg866 ccggtgctgttgtccgttttagcatcgggcgggaaaagcctggaacctggagagccttttcgacgcactttgcgccgaat 

ajg867 agaaaatactgaattttgttgccggatggcagcctgcacagcgccatccggcttacaggtttacgccccgccctgccact 
ajg868 agaaaatactgaattttgttg 
ajg869 ttattcctcaggtttcgacac 
ajg894 cgcagtggtcgatggcgcagg 

ajg895 ggtggcctgttacaacctgtt 
ajg896 ggtggcctgttacaacctgttgatttacattcggcgatgaacgccctgaagcatgaatgacgacgcactttgcgccgaat 
ajg897 ttgtactttgaacctttcgattctgaaaaattgcgcacgatacgtctcaattgtacacatttacgccccgccctgccact 

ajg898 ttgtactttgaacctttcgat 
ajg899 cacgttcccgacgcaatgcgt 
ajg900 gtaaaaaaccacatcaattag 
ajg901 atgtggcgcccatctgccgta 

ajg902 atgtggcgcccatctgccgtaaagagcagagaaactggcgctacttttgatgagtaagcacgacgcactttgcgccgaat 
ajg903 tattgctcatcagcctcaaccgccgataaatcggcggttattgacatcatcaacgcggcattacgccccgccctgccact 
ajg904 tattgctcatcagcctcaacc 

ajg905 gcctcacccaacgagtctatg 
ajg906 tggcggtcgaactggcgtcta 

 ajg907 gaagtgctaagcaaccgcgcc 
ajg908 gaagtgctaagcaaccgcgccgatgaccgcgcgaaaagaaaaacggaggagcgcgcatgacgacgcactttgcgccgaat 

 ajg909 gaacgccagcagtacaaagccaatcaatggcagaataatggttaaggcaagcatgttcatttacgccccgccctgccact 
ajg910 gaacgccagcagtacaaagcc 
ajg911 aacgctgtcaccaacgccgcc 

ajg930 ctcaaggcaccgtcgtcacca 
ajg931 gaactcgagtaagtttttttc 
ajg932 gaactcgagtaagtttttttccgggttcttttaaaaatcagtcacaagtaaggtagggttcgacgcactttgcgccgaat 

ajg933 agtttatcgaacaaacccatgatcttctcctaagcagtaaattgggccgcatctcgtggattacgccccgccctgccact 
ajg934 agtttatcgaacaaacccatg 
ajg935 tgttgacgatctcgccagaga 
ajg948 gcggcgtcatctatctctttt 

ajg949 gcgttaattaaccaactggat 
ajg950 gcgttaattaaccaactggatgatatgtttgcaggtgaaatgagtgaggaggcgcaatgacgacgcactttgcgccgaat 
ajg951 gaaagcatcatttggaggccggataagacgctacgcgtcgccatccggcgagaactcgtcttacgccccgccctgccact 

ajg952 gaaagcatcatttggaggccg 
ajg953 agcgacgttcaaaggtgctga 
ajg990 atacaatgcgcttaaattgcc 
ajg991 aatcccgctttattggtagaa 

ajg992 aatcccgctttattggtagaagcattggtacgcggcaactccgcaaggaacaggttgattcgacgcactttgcgccgaat 
ajg993 gcactaccacctcaaggtagcgtgtctaccaattccaccacctcggcacggatactgctattacgccccgccctgccact 
ajg994 gcactaccacctcaaggtagc 

ajg995 gaaaaaaaagacgcttttcag 
ajg996 gaccattctgccactgggctg 
ajg997 gggatttgttcctataatccc 
ajg998 gggatttgttcctataatcccaatgacttgtattcagcaaagacatcgcactggattaagcgacgcactttgcgccgaat 

ajg999 ttgcgcgggttgtcctgcgcggttgtggattgccattgcctggtccttctaatgcaaggattacgccccgccctgccact 
ajg1000  ttgcgcgggttgtcctgcgcg 
ajg1001 gcatgttctgcattccctgcc 

ajg1050  aaaaatcctgattcggtgtag 
ajg1051 gcttatcaggcctacaatcaa 
ajg1052  gcttatcaggcctacaatcaaaaggcggtcatatgaccgcctttttttattgcaacaaagcgacgcactttgcgccgaat 

ajg1053 cgcgttaacaggcagttaatgcgggttagtgaacgttcactgacgagggtggactaaaacttacgccccgccctgccact 
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ajg1054  cgcgttaacaggcagttaatg 
ajg1055 tttaaagatggggacaattca 

ajg1056 ctttggttttcacgcaacgca 
ajg1057 ccactcaaaatgaagcctcgt 
ajg1058 ccactcaaaatgaagcctcgtgcgcttcctaagtctattgtcgcggagtttaagcagtgacgacgcactttgcgccgaat 
ajg1059 cccttcagcactttgttcagttgcatttctttaattcctttagtaatcaattaattattattacgccccgccctgccact 

ajg1060 cccttcagcactttgttcagt 
ajg1061 cgccttcgctaccgtcattgc 
ajg1062 ctttggttttcacgcaacgca 

ajg1063 ccactcaaaatgaagcctcgt 
ajg1064 ccactcaaaatgaagcctcgtgcgcttcctaagtctattgtcgcggagtttaagcagtgacgacgcactttgcgccgaat 
ajg1065 gccaaccagtaacgacagactcaacaggtgatgtctgaagttactgctcatgcaattctcttacgccccgccctgccact 

ajg1066 gccaaccagtaacgacagact 
ajg1067 tgagtgacgcggtcttcgacc 
ajg1068 gaataagcgggttaactataa 
ajg1069 atggcgtccacatatcgcact 

ajg1070 atggcgtccacatatcgcactacaataagagctaacacttaccagttcagggaaaccacacgacgcactttgcgccgaat 
ajg1071 tacaggtgcagggcattattcagatcttatatgagcgggccgtcaggcccgttcacgtttttacgccccgccctgccact 
ajg1072 tacaggtgcagggcattattc 

ajg1073 ttgcaagcgttacgcgcttta 
ajg1074 ttgcatgtgcgttggctgcac 
ajg1075 tcctgaaacgtgacctattta 
ajg1076 tcctgaaacgtgacctatttagagtattaaataagcagaaaagatgcttaagggatcacgcgacgcactttgcgccgaat 

ajg1077 ctacggactcaggcaggtcgggaacaagaatatctacgctactcattatttatcctttatttacgccccgccctgccact 
ajg1078 ctacggactcaggcaggtcgg 
ajg1079 agtttcgatttctaccagcac 

ajg1080 ttgcatgtgcgttggctgcac 
ajg1081 tcctgaaacgtgacctattta 
ajg1082 tcctgaaacgtgacctatttagagtattaaataagcagaaaagatgcttaagggatcacgcgacgcactttgcgccgaat 
ajg1083 taaaggtggccaaccatgtcgaaaacggacatttatctgttcccgcaggaacagcgagttttacgccccgccctgccact 

ajg1084 taaaggtggccaaccatgtcg 
ajg1085 ttacaaagccaataattttat 
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