
	
  
	
  
	
  

Suppl.	
  Fig.	
  S1:	
  Flowchart	
  computational	
  approach.	
  Blue:	
  public	
  available	
  databases;	
  
green:	
   resulting	
   Pfam	
   domains;	
   red:	
   microProtein	
   candidates;	
   square:	
   gene	
  
identifiers;	
  barrel:	
  Pfam	
  domains.	
  
	
  


