D.melanogaster Ama + 3kb upstream - Genomic Relaxed EvoPrint

Black capital letters represent bases conserved in all species and colored bases represent sequences
present in all species except D.simulans or D.pseudoobscura. Yellow labeled letters represent coding
sequence of Amalgam.

Hox binding sites described in Affolter et al., 1990, Ebner et al., 2005, Joshi et al., 2007 and Joshi et al.,
2010.

XXX  binding site for Exd/Dfd GATTAATGG (TG) (TA)
XXX  binding site for Exd/Lab TGATGGATGG
TGATGCATTG
TGATCAATTA
XXX binding site for SCI‘ ATTAATG (similar to Dfd)
- binding site for Antp CATTAGAG
CAATTACA
GCGAAGAGATGTAGAGATGYgCACAATTGGCGGCCcTcCCTCGATGTtCaTTCTTTTGAGTAATTTaAAAATCAAT 75
AAgCGTCTAcaATACATTTtAGAcAaATatttggacaTTTTATTTTtAAATGTTtGCCTCTaATTTAAAAGTTEL 150
TAaTCGAACAGTACGGCAaaGCTGCaAaCcGatTgAGTgCACAGCGTETTCaCCAGgGGGCGtgaagAgACcAGCA 225
gTagaGAGCCCCCTGTCGGGCTGtATTGaAAGGTTGTGCTCaCTGACaAAAGGTGAALGTTCTAAaacGTCGGaG 300
GTTTATTTATTtGtAGAgATTTGCATTTGAGAaTAATAATAAAaaAAAGCTTGaATATTgTAACAAaTAAGTAGA 375
aCCAATTAAACTTaaactCTTTGctCTGLTtGGAACTTCATAATALTaACAttTAAttAACAAACAGGCACCcCA 450
AATtTAGGAAT EEETENAACT o TCCAATERIRARTHNT g2 ATTTT TgTTAATAT t ATAAT B BARBATGCTCC 525
AGTCcagtccagCCTGAATTGAACAAAATGTGCACTTTGTAGTTTATTcTGTTACATACTTcCGCTATTaataac 600
tacattattcaatcttaGTATCGCgagatatataaggacttGGGACAAAGAATAAGGATGYTGGAGaTCgAGTTT 675
GTTTTtCCAAatgATCTCaAACGgCTAcgTACGAAAGAAAATATCATATAATCGTTttGTAAgACAGCaTATAGT 750
gcttgctatatgTACCTGttaGGCAGTGCATTATAAAATYTATtagAAgAATAAAAGGTAACCAGTTGTCGAGTT 825
AaTTAgCTgtAGCGTTCgATTCTTTTGttaATTTTTtttaagttgttctactcatttcTGATgTTAAGCTAGGAT 900
TGGCaATTATTAttTTcAGGCTCcATATTTGGAAAATTCGATATGTTTAGCGTtgAAGAATATTGTgtaaatatce 975
tACAAgCATTAAGTTGCTCAGTGCATTGGCCCcAAGCTTTAACATTTTAAAACACACCCAACGAGCCAGTTGACCT 1050
TTAAGCAAGTGTCgCAAGGCCTTAAGTGAAATATTTTETAATGACATTT CCaAATAATTGTCGTGTTTGCTTTT 1125
GGGATCTGGCAGGAGCTTGTTGCTGTTGGCCGGGCTTTGCTGCTTCTGCCGCTGCCAACTGGCAACAAAAGTCAA 1200
TTCACAGACACTCCAGTCGACGGAGTCGGAGTGCAGCCAAAAGGCAAACAAAATACGETCCGCATAGGCARAGCCC 1275
AAGGATACACACAAAGGTACAGTGGTTgCTCTGACTACAAATACAAATTAAACAGGgccagagctttaataccaa 1350
Ttcgataccattgcaacaacagcatttcaaatgctacttttttatatcagataaagataggtagaaaaggctata 1425
Tttacgttaaaggcaagctgatattttagaaatttattcaaaaacaaaattaattactttgacacataatattgt 1500
atttagtcatctgactagaaactagaaatctctgaatgtaacgaagttctgtgcattcttacAAATaTTAcCAAAA 1575
AGTATCtgctagaTACCACTGTGCGGAACTGGGCCACAAATTCAJACGCAGTGTGTGACAAAGGACTTCTCCCTT 1650
CCCCGCTCGGCGACCCTGAATGCTGAATGCCCCCGTGTGTGCCGCTGCTGAAGCGAAACACCCAAAGAGTCACTG 1725
ACAGAAACAGGATTCGGGTAATARATTACAAAATTTGACATTTTCTGTTTTGGATCCGCTTGCGCCTGAATGCGA 1800
GCGGCAGCCCTCTCTGTCGCACGCCGTCTAGCCGTCTCTTTCGTTCGGTTTCGGTGTGTGTCCAGTTCGGTCGGG 1875
CCAAGTCGAGCGTTGCATGAAGCAGCCGGACCTGCCAGGACCTGGACCAGGACCTGAACCTGCATCCAAJAGGCA 1950
TCGCCGCAATGGTCATAATGACGCTGCCGGGATGCAGCTGAGGaCAAGGAGAGCCGtCaGTGGgcAGCGaGAAAG 2025
GGACGGAATAGAAGCGCCCTATGCGGTCCGt tGATAGTTAACTGGAAATTTATTATTTTACACAATTTACAATTA 2100
TCTGATTCGAATGTGCACTCAGCGACGAGGATTCCGGCAGATGGGCAGTACGAGTGAGAGTGCGGGyggTCCaAGt 2175
TCGGACGACAGATGCAGTTGtcCTCCCATGGGAACGGCCTCATTTCAGCAGAAGTCACCGAAACGATTTAAGATG 2250
TTCCAGAAACTGTGGCCATAGTTTCGTCGCTCTTCGGGGGAATTTCTTCGCCAGACAGACAGCGT 2325
CGTCATCAATCATCTcGCAGAGTAAAGCCGGGTTAACCTCGATGGGTTTTAGGGGGAaACTTGGCCCGGGGCTGA 2400
TCAGGAaTCaGGCTGGAAATATGAAAATTAAATGCGTTTGGGCaGCAGAAAGTTTTCGAATGGTTCGGTGCTTAT 2475
ACAACAAGTGAAaTTTtgCAcCATcAAaCGgccTTTGACCACATTTAATCcTTAAATCAECTgCCATAGGAACTAA 2550
TTGATCGAGATCCAGACACaTATtAAAcacATcAATATAtATacacaAATATAATCAAtATAgaCTATGTTATAT 2625
TTcgacgtttcctatcctecgtatgectgtGAGTACACATATTAACCETCAGCCGTgTAAAGAAATTTCTACGAACA 2700
GCCAAGTTAAAGGTacCCAAATTTCCCGAATaCTGCTCTTTAAATATCCTTCAGAATTTCCCAGCATGGCTGAAC 2775
CAGGACTCGATTCAAGTtCCACCCAATGCCTTGTaCACCACCCCYTTGTTTTTGCCTTTTCGCGCATGCGCCCCT 2850
GCTCCGGCGCAAAAGAGACAGCACTAAtGAGACGGCGCTGGGATCGCTGGCATTTCCAGAGCGGCtAGGATATTC 2925
CAGGGACCGCTCGTaaTCGTTGCTGTTGTTGTTAGCCGCCAGCGGAAAGTAGtGCGCCATGCCATAAATCACACA 3000
AATGGGTAGAGTTCCAACTTTCCCACCCcGCCGCEGCTCCTTTTaTTGTCCTTCCACGAACCCCGAAACGTTTAT 3075
GGCCAAATGGCGGCACJAATTTGAATTTGAATTTCGCACGCGGTCTCTCAGTTCGCCTGCGGCCGCTTTCGCTGG 3150
CGCTTTGTTTTTGCAACTGACCGCTTATCTTGGGGCGGGGGCTGTCAAGTGGGCcgGGGCAGGaGGGCCACAGGCA 3225
GAGGCAtAAACaACAGCAGCGAGCAGCAAAACAAATCAATTAAAGACCAGAAGGAAAGTGCATTGATAACTGAGC 3300
CCGAAGTCAAACTCACGCACAAGTAAACAATTTAAATACGAaCTaAAATGCAAACACAGATACAAAATACAGATA 3375
GAGATACTGAACAAACACAGATACAAATACTGTGAAGGCGACAALGTACATAACCGAGGGGTGATAAGATCCAAA 3450
ACGTCGATGACTTCTTCATCGGCAAATACACTGAAAAAAGCTGtTACTaATTATTAAaAAATATGCAALATAATA 3525
AAAGGTAAACTATTTTttttactaaattttaaactatttactaaacactgcCATTTAAAATCTTTTTTCACATCC 3600
TTAACTACAaAAAAATtAALTTTAAATCAAATTGATttCGTTTACCTGgCTATTCAtTaaaAAAAAAAATAAGTA 3675
tTGATATATCgGAAAACtAAGTTATCTccgTTTTTaccAGTGTALCcATTAaGAAGCAACGTTGTCTAGACACAG 3750
CCGCGGTAATCAATCATAATGYgTGTCTATCTGCtTCATTCTCGCGGTGTACAAATTTCGGGACTTTCCTTGAGAA 3825

ACCGAGCCaTCGACGTCGGCGCGTCAGGAAGAATACaAAAALAAGAACCCGATTCTCAGAaCCTCAGCAGAGATA 3900



CGGATTTTTGAGCCGAGCTCGGTCGCCTCTTTCAATTCAGTCGAGTCCCGAACGCGAAGTGAAGCGCATTGAACC
CACAttgaactgaGAGATAGTCGAGGAAAAAGAGTCACAAAATCAACAGCAACATCCTGTAAATAAACAGAAALG
TATGAATTATATTAAAATAAGACGATAAAGCTGAaAAGTGTGTaCaAGCcTTATAAATGTTTCAAAACGAGTGTG
TGTGCAGAATTCTTTCcttcttatttacttttgaaagatactttTAAAGATATACTTGTGACCTTtAAATTATTA
TTCTATAaTTGAACCTAGTTTTAGTTTATTATATTGAATTCGAAGATGGGTtAAAaatgGCAGTTCTC
TACGAAATATTTAGAATGGCTAACGCGATCAAAAGACTCAACATAAAGTGATACACTaaTAAATCTCAAATCTAT
TTTGATTTCTTACAGACCAGACATGGCGCGTCTGCGGCTTCtaATCGGTCTTATALtTCTGCCTTGCGATCAGCET
GGAtTCGGTGCTTaGTGCCCCAGTGATCAGCCAGATCAGCAAGGACGTGGTGGCCAGTGTGGGCGACTCTGTGGA
GTTCAACTGCACCGTGGAGGAGGTGGGACAGCTCTCGGTGAG. TGGGCCAAGCGTCCCAGCGAGTCGGACACCAA
CTCGGTGGTGCTCTCCATGCGGAATATCCTCAGTCTGCCCGACCAGCGGTACAACGTAACGGTCACCGAAGGACC
CAAGACCGGAAGTGCCAT 'TACACCTTCCGCATTCAGAACATCGAAGTCAG T GACATGGGTCCGTACGAGTG:CA
GGTGCT - GTTTCGGCCACGGAGAAGGTGACCAAGAAGCTGAGCCTGCAGATCAAGACCCCGCCGGTGATTGCGGA
GAACACCCCCAAGAGCACCCTGGTGAC2GAGGG  CAGAATCTGGAGCTGACCTGCCATGCCAATGGCTTTCCCAA
GCCtACGATCTCCTGGGCCCGCGA - CATAATGCaGTGATGCCtGCCGGEGGCCATTTGCTGGC GAACCAACTCT
CCGGATTCGT-CCGTGCACCGUATGGATCGCGGCGGCTACTACTG ATCGCGCAGAACGGAGAGGGCCAGCCGGA
CAAGAGGTTGATCCGGGTCGA2GTGGAGTTCCGTCCGCAGATTGCCGTCCAGAGGCCCAAGATCGCCCASATGGT
GTCCCAtTCCGCGGAGCTGGAGTGCTCCGTGCAGGGCTACCCGGCTCCGACTGTAGTTTGGCACAAGAA GG GT
GCCCCTGCAGTCTAGCCGGCACCACGAGGTGGCCAACACCGCCTCCTCCTCGGGAACCACAACCTCTGTGCTGCG
CATCGAtAG GTGYGCGAGGAGGACTT 'GGGGACTACTACTGCAATGCCACCAATAAGCTGGGACACGCCGATGC
GCGACTGCATCTCTTCCAGACCGTCAT  CCAGTGCCCTCCTTGTCGTAATAAGCCCTCAACGTCTGATTTCCATT
CCCACGCAACAAGACTGGAACCCTCACTTTCLCCTCTCGECTCGCTTTTTCGGCAATTCGCCAGTCCGGATGCGG
tCTGTGTTTATATTATTAATGATTCATTCAATTAGCTCCCATTCAGACTTCATTATTTTCGGACACACTTGAGAT
CGAGCCACCGCTTGTGCCTTATGAATTTTGCTCTGCATCCGTCGGCTtGTGCAAACACACATTAATATGCTTAAG
TAAATAACGTTCTCTGATAAAGTTTAATCGGTCTTTTCCTATGTGGTTGGGTTGGCTTGTATACGGEGTAAGTTA
aATACCAtgAGAgAATAAACACCTCTTgaAGCaACgaatTAAAGGGTTTGTCATTCAATAAAACTAAGCCAGGAG
AcAAGgCATTGtCAAAAGT
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